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GCACCCGGGGGAGCGCAAGAACGACAAGAACCACTTCTGCGTCGACTGCGCCGCGCCGCTGTGCCGCCACTGCCTCCCGL
GCACCCGGGGGAGCGCAAGAACGACAAGAACCACTTCTGCGTCGACTGCGCCGCGCCGCTGTGCCGCCACTGCCTCCCGE
GCACCCGGGGGAGCGCAAGAACGACAAGAACCACTTCTGCGTCGACTGCGCCGCGCCGCTGTGCCGCCACTGCCTCCCGC
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ACGAACACGTCCACGACGTCCTCCAGATCTGGAAGTACGCGTCCTGCTTCGTCGTGCGCATCGACGACCTGAAGCTGTTC
ACGAACACGTCCACGACGTCCTCCAGATCTGGAAGTACGCGTCCTGCTTCGTCGTGCGCATCGACGACCTGAAGCTGTTC

GACTGCACCGGCATCCAGTCGCACACGGTGAGCGACCATGAGGTGGTGTTCCTGAACGAGCGTACGGCGAGGAAGCGGTC
GACTGCACCGGCATCCAGTCGCACACGGTGAGCGACCATGAGGTGGTGTTCCTGAACGAGCGTACGGCGAGGAAGCGGTC
GACTGCACCGGCATCCAGTCGCACACGGTGAGCGACCATGAGGTGGTGTTCCTGAACGAGCGTACGGCGAGGAAGCGGTC
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CATCCTCCTCTGACTCCTCCGACGATGGCTCCTCCGGCTCCCGCCGCCGCGGCCACCACGACGCCCACGCCACCACCGCC
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TCCTCCTCCACCTCCGTATCCGACGCCGTTGCCCACCCGTCGCCACCAGCCCCTGCCTACGACGTCACCAAGTCCATGCT
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CCGCTCCCAGTACGCCGCGCAGACGCCCAAGCGGGGCCAGCAGCTGGAGATCGAGGTCGCGGCGGAGAAACTGCGCCGCC
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TCATCACGGCCGACGGTGGCGGCGGAGGCGATGCCAAGCCGGAGGCCGCCCCGTCTTCTGAAGGGT TCGGCAGAGGGGAA
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GTCATATCTAGGGTGTCTGGAGGGGTTGTTGACATGCATTTGAGAAAGGTTAGGCACCTTGATACTTCTAAAAAGAGTGA
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ATTTCACAAGTTATTGCAACTGAAAGATGAACTATCAATCCATGTCAACTCAAGCAAGAGATATGGAACACAACTCAAGT

Supplemental Fig2 Sequence alignment of ZmPLATZ6 CDS from cloned and predicted.



