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	Environments
	N
	Mean ± SD
	Range
	σ2G a
	σ2GE b
	h2

	BA09-1
	220
	2.23 ± 1.00
	1-5
	0.92**
	-
	0.84

	BA09-2
	218
	2.40 ± 0.83
	1-5
	0.40**
	-
	0.58

	BA10
	200
	1.71 ± 0.54
	1-5
	0.15**
	
	0.53

	Combined
	234
	2.11 ± 0.71
	1-5
	0.32**
	0.02**
	0.72

	
	
	
	
	
	
	


** Significant at the P < 0.01 level

