1.5

1.0 4

n rmt uu_u A uu L AHJJ._JA!‘A e 1‘ ‘4 uJAuLJAl JAL!!J mu LJA AL.n 14 LIIJ

|
7 10 11 12 15 16 17 18

LOD

|

Linkage Group

Additional file 3: Interval mapping of grape phylloxera resistance using the
Riesling genetic map

Using the binary model, no LOD peaks above the threshold for phylloxera
resistance were detected with the Riesling genetic map. The LOD threshold was
2.88, as determined by 1000 permutations. LOD score and linkage group
number is shown on the y- and x-axis, respectively.



