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The rows and columns were ordered according to Cluster3.0. (a) 87 specifically expressed lncRNAs in shoot. (b), 412 specifically expressed lncRNAs in root. 
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The abundance of differentially expressed genes (FPKM).
CK (Control), LS (Light drought stress), MS (Moderate drought stress), SS (Severe drought stress), and R (Recovery 48h)
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