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[bookmark: _GoBack]FigureS3. Genetic mapping of the Lgt gene that determines the liguleless trait of the Ae. tauschii Liguleless Mutant as a single Mendelian gene, Lgt (A) and a QTL, qLgt (B). Genetic distances in centimorgans (cM) are indicated on the left side of each linkage group, the marker names shown on the right side.
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