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	Additional file 2. Expression level of the TaMyb-7D and TaMyc1 genes in wheat near isogenic lines with different alleles of the complementary genes Pp-D1 and Pp3, determining anthocyanin pigmentation of grain pericarp. The lines were developed by Gordeeva et al. (2015). Expression of TaMyc1 in the created lines was monitored earlier (Shoeva et al. 2014). Expression of the TaMyb-7D was assessed in the current study using cDNA from previous investigation (Shoeva et al. 2014) and primers (Forward 5’gaggagatcaagagggagac3’, Reverse 5’catgtgcagggacttgag3’) amplifying part of the TaC1-D1 (AB983542) gene identified as gene candidate for Rc (red coleoptile) (Himi and Taketa 2015). The TaC1-D1 gene is identical to TaPpm1, encoding R2R3-MYB transcriptional factor regulating with its bHLH counterpart from chromosome 2A anthocyanin biosynthesis in wheat pericarp (Jiang et al. 2018).
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