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	Sample
	Clean reads
	Clean bases
	Error rate (%)
	Q20 (%)
	Q30 (%)
	GC content (%)

	FCG
	35239768
	5167440891
	0.00103
	98.34
	95.29
	44.53

	MCG
	44102034
	6469421038
	0.00101
	98.40
	95.46
	43.26



