Additional file 5: Table S4 Distribution of clean reads mapped to reference genome 
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	MCG 
	FCG

	Introns
	2643510(4.6%)
	1945065(4.5%)

	3'UTR
	823761(1.43%)
	692695(1.6%)

	CDS
	47739359(83.16%)
	35892735(83.11%)

	5'UTR
	508795 (0.89%)
	469517(1.09%)

	Intergenic
	5694048 (9.92%)
	4186879(9.69%)



