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Ten fruits of each group for
horticultural-attribute assay
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en receptacles of each group (mixed and grounded into
powder in liquid nitrogen) for iTRAQ and RNA-Seq
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Desalted using a Strata-X-C RNA sequencing on the
cartridge and mass spectrometry
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Relative quantification and
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Annotation and function analvsis

Verification by real-time
quantitative PCR
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