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Additional file 2: Table S1. CRISPR/Cas9-meditated targeted mutagenesis of four GmSPL9
‘genes in transgenic soybean plants of different generations
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‘The target site of GmSPL9a-SP1 was edited with 1-bp deletion and named as spl9a; the target
site of GmSPL9-SP1 was edited with 1-bp deletion and named as spI95-I; the target ste of
GmSPLO-SP1 was edited with 39-bp deletion and named as spI95-2: the target ste of
GmSPLI-SP3 was edited with 6-bp deletion and named as spI9c: the target site of
GmSPLO-SP3 was edited with 1-bp deletion and named as spl9d. F indicates that the
‘mutant was 2 heterozygous mutant at the target site. *\" indicates that the mutant was.
‘homozygous mutant a the target site. ** indicates that the amtant was a ‘transgene-clean’
5pI9%-] single mutant soybean line. *#* indicates that the mutant ines were screened for fwo
target sites GmSPLI-SP3 and GmSPLOdSP4 only in T2 and T3 generations. “X. indicates
that there were 0o edited types in the target sites GmSPLOG-SP3 and GmSPLI-SPA4.




