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‘Additional ile 7- Figure S5. Effect of GmSPLO transcription factor on expression of
GmSPL9a, GmSPL9c and GmSPLI in soybean leaves, s well as on soybean architecture.
‘Expression levels of (A) GmSPLI. (B) GmSPL9a, (C) GmSPL9c and (D) GmSPLId in wild-
type (WT) and GmSPLIb-overexpressing transgenic soybean plants (5 and #7 lines) at day
20* after emergence. Relative transcript levels were assessed by quantitative RT-PCR and
‘nomalization to the expression level of the GmTUB gene. Expression levels shown are
‘means = SES of three replicates. Statistcally significant differences are marked with **P <
0.01 (Student’s -test). Node mumber on main stem (E), total node number per plant (F) and.
‘branch number per plant (G) in WT and GmSPL9b-overexpressing transgenic plants (+5 and.
#7 lines) at day 50* after emergence. Plant architecture parameters shown are means = SEs of
six plants. The same letter “a” indicates statistically insignificant differences among the
‘genotypes (one-way ANOVA of variance, P < 0.05).




