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Table S1: List of gene studied
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	Name
	Gene ID
	
	Name
	Gene ID

	ZmNPF4.10
	GRMZM2G137421
	
	ZmNPF7.12
	GRMZM2G061303
	
	ZmAMT1.1A
	GRMZM2G175140

	ZmNPF6.2
	GRMZM2G064091
	
	ZmNRT2.1
	GRMZM2G010280
	
	ZmAMT1.1B
	GRMZM2G118950

	ZmNPF6.3
	GRMZM2G476069
	
	ZmNRT2.2
	GRMZM2G010251
	
	ZmAMT1.3
	GRMZM2G028736

	ZmNPF6.4
	GRMZM2G086496
	
	ZmNRT2.3
	GRMZM2G163866
	
	ZmAMT2.1
	GRMZM2G080045

	ZmNPF6.5
	GRMZM2G161483
	
	ZmNRT2.5
	GRMZM2G455124
	
	ZmAMT3.1
	GRMZM2G335218

	ZmNPF6.6
	GRMZM2G161459
	
	ZmNRT3.1A
	GRMZM2G179294
	
	ZmAMT3.2
	GRMZM2G338809

	ZmNPF6.7
	GRMZM2G112154
	
	ZmNRT3.1B
	GRMZM2G163494
	
	ZmAMT3.3
	GRMZM2G043193

	ZmNPF6.8
	GRMZM2G176253
	
	ZmAMF1.1
	GRMZM2G062024
	
	ZmAMT4
	GRMZM2G473697

	ZmNPF7.10
	GRMZM2G044851
	
	ZmAMF1.2
	GRMZM2G164743
	
	
	




Table S2
One-way ANOVA results of root gene expression between control (C), starved (S) and resupplied (R) plants. Bold text denotes p<0.05.
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Table S3
One-way ANOVA results of shoot gene expression between control (C), starved (S) and resupplied (R) plants. Bold text denotes p<0.05.
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Mean
Treatment Treatment Difference Std. Error ~ Significance

0} ) (-)
ZmNPF6.6 C R -2.010 1.351 0.371
s 3.183 1.351 0.137
R [¢] 2.010 1.351 0.371
s 5.192 1.208 0.018
S C -3.183 1.351 0.137
R -5.192 1.208 0.018
ZmNRT2.1 C R 8.103 26.581 0.9505
S -215.260  26.581 0.0005
R C -8.103 26.581 0.9505
s -223.363  26.581 0.0004
S [o] 215.260 26.581 0.0005
R 223.363 26.581 0.0004
ZmNRT2.2 C R 0.963 2.400 0.9163
s -18.311 2.400 0.0006
R C -0.963 2.400 0.9163
s -19.274 2.400 0.0005
S C 18.311 2.400 0.0006
R 19.274 2.400 0.0005
ZmNRT3.1A C R -17.336 6.419 0.079
s -56.221 6.419 0.709
R [¢] 17.336 6.419 0.079
s 12.115 6.419 0.222
S [¢] 5.221 6.419 0.709
R -12.115 6.419 0.222
ZmAMT1.1A C R 17.883 13.035 0.411
s 46.029 13.035 0.029
R C -17.883 13.035 0.411
S 28.146 13.035 0.158
S [o] -46.029 13.035 0.029
R -28.146 13.035 0.158
ZmAMT2.1 [9] R -12.094 2.056 0.003
s -11.952 2.056 0.003
R C 12.094 2.056 0.003
s 0.142 2.056 0.997
S C 11.952 2.056 0.003
R -0.142 2.056 0.997
ZmAMT3.2 C R -0.352 0.491 0.763
S -1.893 0.491 0.020
R [o] 0.352 0.491 0.763
s -1.541 0.491 0.046
S [¢] 1.893 0.491 0.020
R 1.541 0.491 0.046
ZmAMF1.1 C R 0.971 1.940 0.874
s -8.985 1.940 0.009
R C -0.971 1.940 0.874
S -9.956 1.940 0.005
S C 8.985 1.940 0.009
R 9.956 1.940 0.005
ZmAMF1.2 C R 12.747 4.409 0.062
s -1.268 4.409 0.956
R [¢] -12.747 4.409 0.062
s -14.015 4.409 0.044
S C 1.268 4.409 0.956
R

14.015 4.409 0.044
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ZmNPF6.2 [} R -5.935 8.947 0.792
S -37.166 8.947 0.014

R [} 5.935 8.947 0.792

S -31.231 8.947 0.030
S C 37.166 8.947 0.014

R 31.231 8.947 0.030

ZmAMT1.1A [} R -0.598 1.107 0.855
S -0.501 1.107 0.895

R [} 0.598 1.107 0.855

S 0.097 1.107 0.996

S C 0.501 1.107 0.895

R -0.097 1.107 0.996

ZmAMT2.1 C R -1.046 1.512 0.778
S -3.291 1.512 0.169

R C 1.046 1.512 0.778

S -2.245 1.352 0.306

S C 3.291 1.512 0.169

R 2245 1.352 0.306

ZmAMT3.2 C R -1.795 4.393 0914
s -5.293 3.929 0.432

R C 1.795 4.393 0914

S -3.498 4.393 0.721

S [} 5.293 3.929 0.432

R 3.498 4.393 0.721

ZmAMF1.1 C R -4.651 2528 0.236
S -10.060 2.528 0.017

R [} 4.651 2528 0.236

S -5.409 2.528 0.162

S C 10.060 2.528 0.017

R 5.409 2.528 0.162

ZmAMF1.2 C R 13.049 4.522 0.063
S 9.420 4.522 0.174

R C -13.049 4.522 0.063

S -3.629 4.522 0.715

S C -9.420 4.522 0.174

R 3.629 4.522 0.715





