Additional file 8: Statistics of degedrom sequencing reads in sweetpotato.

	Sample
	 tuberous root (number)
	tuberous root  (ratio)

	Raw Reads
	14,514,990
	/

	reads < 15nt after removing 3 adaptor
	54,975
	0.38%

	Mappable Reads
	14,460,015
	99.62%

	Unique Raw Reads
	1,904,303
	/

	Unique reads < 15nt after removing 3 adaptor
	18,111
	0.95%

	Unique Mappable Reads
	1,886,192
	99.05%

	Transcript Mapped Reads
	9,001,937
	62.02%

	Unique Transcript Mapped Reads
	766,328
	40.24%

	Number of input Transcript
	111,017
	/

	Number of Coverd Transcript
	53,700
	48.37%


