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Figure S1 Variations in protein abundances during the papaya fruit ripening. (a)
The numbers of up- and down-regulated proteins in the fruits at D8 compared with the
control fruits (D0). (b) GO analysis of the up- and down-regulated proteins. All
proteins were classified by GO terms based on their cellular component, molecular
function, and biological process. Subcellular localization of up-regulated proteins (c)
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