-log10(Fisher' exact test p value)
0 1 2 3 4 5 6

Isopenicillin N synthase-like 2.49
Non-haem dioxygenase N-terminaldomain 211
FAD-binding, type2 2.02
CO dehydrogenase flavoprotein-like, FAD-binding, 2.02
Thiolase-like 1.85
FAD/NAD(P)-binding domain 1.63
Oxoglutarate/iron-dependent dioxygenase 147
Glycoside hydrolase superfamily 1.36

Up-regulated proteins

Pyridoxalphosphate-dependent transferase, major region,.. 1.34
Terpenoid cyclases/protein prenyltransferase alpha-alpha.. 1.31

Chlorophylla/b binding protein domain 5.01

HSP20-like chaperone 4.14

FAS1 domain 2.53
Pectin lyase fold/virulence factor | 2.48
X8 domain | 241
Alphacrystallin/Hsp20 domain | 2.27
Pectin lyase fold | 1.97

Haem peroxidase, plant/fungal/bacterial | 191

Pectinesterase, catalytic 1.56

Down-regulated proteins

Six-bladed beta-propeller, TolB-like 15
Bifunctional inhibitor/plant lipid transfer protein/seed... 15

CS domain | 1.49

Figure S3 Protein domain enrichment analysis of the DAPs during the ripening
process of papaya fruit.



