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	Sample Name
	Clean reads
	Total Mapped Reads
	Genome map Rate
	Unique Match
	Multi-position Match
	Gene map Rate
	Expressed Genes

	Control-1
	12137883
	9875648
	81.36%
	9391212
	484436
	78.63%
	26721

	Control-2
	12134027
	9869496
	81.34%
	9355933
	513563
	78.68%
	26347

	Control-3
	12122542
	9877247
	81.48%
	9076903
	800344
	77.18%
	26034

	Melatonin-1
	12140399
	9936708
	81.85%
	9425417
	511291
	78.16%
	26452

	Melatonin-2
	12132994
	9905029
	81.64%
	9409771
	495258
	78.60%
	26282

	Melatonin-3
	12140071
	9901893
	81.56%
	9404361
	497532
	78.59%
	26384





