Additional file 3: Fig. S1 Phylogenetic tree of 148 MYB genes from the apricot
transcriptome and MYB transcription factors from other species. Pyrus bretschneideri (Pb);

Malus domestica (Md); Prunus persica (Pp); Arabidopsis thaliana (At); Glycine max (Linn.)
Merr. (Gm)
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