
 

 

   

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Fig S1 Average LD decay (r2) estimated against the genetic distance for pairs of linked SNP across all scaffolds longer 

than 500kb in the 415 accessions (ALL) and four inferred groups (GP01, GP02, GP03-1and GP03-2).  


