[image: ]
Additional file 2-
image1.jpeg
- TN21/110R* TN112/110R | ]

T o TN21/110R TN112/110R*

ez )1DAG 80DAG 21DAG  80DAG eevern i 21DAG SO0DAG 21DAG 80DAG
VIT_1050003203750- ABA Signaling

1T 0550020503670 ABASizaling N
T 01501462004 10 ABASignaling ABA Signaling
1T 0450008505 600-4BASizaling

1T 0050404200040 AucnSgnaling

VIT_0350038202140-Auxin Signaling

1T 1250057500460 Auinsignaling

VIT_1950085g00010- Auxin Signaling

IT 105000301560 AusinSignaling

1T 0350038500540 Auinsignaling Auxin Signaling
V1T 0550002508370 Auinsignaling

1T 1250059500150 Awinignalng

VIT_1450030201240-Auxin Signaling

1T 0550062600740 Auinsignaling

IT 115005 2200870 AusinSignaling

VIT_0150150200210 BrassinosteroidSignaling

VIT_1950015g01890 BrassinosteroidSignaling

VIT_0950054g01090- BrassinosteroidSignaling

VIT_1050003205330 EthyleneSignaling
VIT_06500042035 90 EthyleneSignaling
VIT_1850001205250 EthyleneSignaling
VIT 1250028205270 EtyloneSignaling
VIT_1450068201040 EthyleneSignaling . "
VT 14500812630 Ethylenesignaling Ethylene Signaling
VIT_0450008205470-EthyleneSignaling.
VIT_0150011g03690 EthyleneSignaling
VIT_1150016204080 EthyleneSignaling
VIT_1850001210150 EthyleneSignaling
L ————
VIT_0750031200490Signalingpathway
1T 12500575005 60signalngpat
VIT_1050003201490Signalingpath,

IT 1350001505170 ignalingpat
VIT_1950014g04650Signalingpath,
VIT_0450008201070Signalingpatl

1T 11500165085 705 gnalngpati
VIT_0450023200830 Signalingpatl
VIT_0350038203620 Signalingpatl

ENSEMBLID
VIT_1250055g00320-ABA Signaling.
VIT_125005500210-ABA Signaling
VIT_1950014g02140 ABASignaling
VIT_185000110450ABASignaling o
VIT 0550049202240 ABASignaling ABA Signaling
| VIT_1850001206310-ABA Signaling
VIT_1450068201360-ABASignaling
VIT_1250024g00130ABASignaling
VIT_1950093500550 ABASignaling
VIT_1650098201150-Auxinignaling
VIT_1350019202040-Auxinignaling
VIT_1150016208430-Auxinignaling
VIT_0350180500320-Auxinignaling
VIT_1450020202020-AuxinSignaling
VIT_0350180500280-Auxinignaling
VIT_1450068200500- Ausin Signaling — Auxin Signaling
VIT_0450044g01880-Auxinignaling
VIT_0950002200650-Auxin Signaling
VIT_0550062¢01120 AusinSignaling
VIT_00505 86200030 AusinSignaling
VIT_0051455200010-Auxinignaling
VIT_0950002¢085 10 AusinSignaling,
VIT_0052739200010-Basic helx-loopheli (bHLH family
VIT_1750000208790-Brassinosteroidsignaling
VIT_1450083201110 BrassinosteroidSignaling
VIT_1850001200210-Cytokinin Signaling
VIT_0950002209140-EthyleneSignaling.
VIT_0750031g00220-EthyleneSignaling L Ethylene Signaling
VIT_0750005g00870-Ethylenesignaling.
VIT_1650013201080-EthyleneSignaling.
VIT_18500012094 60 Gibberellic acidSignaling
VIT_1150052501650-Jasmonate salicylatesignaling
VIT_0350088200910-Jasmonate salicylatesignaling
VIT_1850001205680-Jasmonate salicylatesignaling

)

VIT_0050379200070 Signalingpatl .sUfsoos’/gwswsxgnzsmgpzn, way -_—
VIT 0150127500220 Signalingpat] VIT_07500052001105ignalingpathviay

AT 1o igaieg gt \IT_18500012130105ignaligpathiay

VIT_1450068200020Siznalingpat > Signaling Pathway VIT_1750000204 780 gnalingpathway

1T 1250134500240 gnalngpativ \IT_00s1353200010signalingpathiay

VIT_1950090201610Signalingpatl VIT_0050203200050 Signalingpathway

VIT_1550048202830Signalingpathw VIT_1850001210470Signalingpathway

VIT_1450066g00370 Signalingpath VIT_1750000208730Signalingpathway ~— & &

T 085000750450 gnalngpath W it i Signaling Pathway

VIT_1650148200280Signalingpatl
VIT_0150011205600 ignalingpath,
VIT_0950002208100ignalingpatl
VIT_0350038203270signalingpath
VIT_0850007208290ignalingpatl
VIT_0950070200490Signalingpath
VIT_16500502004 30 ignalingpatl —
VIT_0250025g04060Signalingpathvay
VIT_055007720075¢-RNA-Basichelix-loop-helix [bHLH) family
VIT_1850001213040-RNA-Basicleucine-zipper 11 GBFG
VIT_0050541200020-RNA-BZIP transaription factor BZIPG
VIT_I550046201440-RNA-BZiptranscription factor G- box bindingfactor 3
VIT_0150011205 260-RNA-DELLA protein GAIL

VIT_16500982014 20-RA-DOF affecting gemination 1
VIT_15500462025 60 RNA-GLABRA 3
VIT_1350156200260-RIA-Homeobor-letcine ipper protein HATLA
VIT_0650004202800-RIA-Homeodomain-leucine zipper Revoluta
VIT_1850001209040-RIA-UNM domain protein WLIML
VIT_085005620115G-RNA-hyh domain protein 105
VIT_L150016201480-RNA-Nudear transcription factor ¥ subunit A-3
VIT_0850058201 110-RIA-Ovatefamily protein 4 OFP4
VIT_1450066200680-RINA-Ramosa 2
VIT_0150011205850 RNA-RDRL {RNA-dependent RNA polymerase 1)
VIT_04502102001 TG-RNA-Squamosa promoter-binding protein 12 (5PL12)
VIT_04500432005 70-RNA-Translational activator
VIT_0550077200730-RNA-WRKY DNA-binding protein 48
VIT_I550046201 14GRNA-WRKY DNA-binding protein 53
VIT_1350067203140-RNA-WRKY DNA-bincing protein 70
VIT_O150011201080-RNA-Zinc finger (C3H C4-typering finger]
VIT_0650061200150 RNA-Zincinger {CCCH-type) family protein — :

VIT_ 1050003201 10-R1A-Basichelloop-helc [oHLH Family RNA regulation

VIT_0750129300380-Signalingpath,
VIT_0650004g04810-Signalingpathway
VIT_1050003201900-Signalingpath.
VIT_0650004208230-Signalingpathway
VIT_1250028201110Signalingpathway
VIT_1650050202680-Signalingpath.
VIT 0950002201380 R 1A ATRVEGS/WER/WERL (WEREWOLF L)
VIT_L15005 2200100 R1VA-Basicheliloophels (BHLH) faily

VIT 04500232024 30 RIIA-Basicleucine ipper L1 GBFG
VIT_0450023202880-RNA- GATA transcription factor 14
VIT_1850001210380 R 1A-Hesat shocktranscriptionfactor B4

VIT 1050003201670 R 11A-Homeoboreucine zipper PHABULOSA
VIT_0850007206100-R1A-KH domain and CCCH containingprotein
VIT_1350067202380 RIiA-Lateral orzan boundaries Domain 15
VIT_06500512004 O RNA-Ryb domain protein 36

VIT_005 1241200010 RIA-Myb domain protein 5
VIT_155004 62001 70-RNA-MYBPAL protein [Vitis vinifera]
VIT_015001102990 RIA-NAC domain-contaning protein s
VIT_1850122201140 R 1A uschekrelated homeobox 13
VIT_0150026202540-RNA-Zinc finger {C3H C4-typering finger]

VIT 0550020202080 RIVA-Zinc finger (C3H CA-typering finger) — RNA regulation
VIT_0250012201440-RNA-Zinc finger {C3H C3-typering finger]

ncfinger homeobox 30 (TFs)
cfinger protein4

VIT 0150026201050 RIA-Mybamily
V170250025201 00 RIIA-CCRA-NOT transarption complex subunt 2
VIT_1450030202200-RNA-BZIP transaription factor BZO2H1
VIT_L450068201770-RNA-WRKY DIVA-binding protein 75

VIT_1550048202540 RA-BZIP transaription factor BIPS3 (TFs) VIT_0750005g0295 0 RIA-AN3 (ANGUSITFOLIAZ]
VIT_1150016200710-RHA-GCI N-acetyltransferase (GHAT) VIT 07500052025 70 RHA-WRKY DHA-binding protein 47
VIT_1450030801860-R - Homeoborcletcine zipper protein HE-7 VIT_105000320L 600 RHA-URKY DIUA-bincing protein 65
VIT_0650004205220 R A Jasmonate saliclatesignaling VIT_L750000205.630-Ri-Homeodomain leucine zipper protein HE-1
VIT_0150010202200-RNA-Jasmonate salicylate signaling. I 0350091200650 RNA-Salt tolerance zincfinger
VIT_1450108200480-RNA-Lateral organ boundaries Domain 15 VIT 0550020202710 RIA-GCI Ii-acetyltransferase (GHAT)
VIT_L750000206400 R MAyh domain pratein R VIT_075000520L550-R HA-Myb domain protein 76
VIT_1850001g09850-RNA-NAC domain containing protein 100 > _J
VIT_0650004207790-RNA-NAC domain containing protein58 VIT. 0101220870 CeRivak

VIT_1550048202870-RNA-NAC domain-containing protein 22 VIT_195001405130.Cell

VIT_1950027200230-RNA-Plastid transcriptionally activel8 VIT_05500202004 20 Cell wall

VIT_155004 6201820 RHA-PLATZ ranscrition factor VIT_1750000205060-Cell
VIT_0650009201940-RHA-Pseudo-responseregulatorS (APRR9) VIT_0250025g00260-Cell v

VIT_1750000203660-RNA-Ring-H 2finger B1A VIT_1450066201060-Cell w

VIT_1650050200950 RIA-S carecrovs-liketranscription factor 8{SCLS) VIT_ 145008301160 Cell v Cell Wall
VIT 1250028203300 R A-Squamosa promater-binding protein 13 (5PLL3) VT 19500152m710-Cell

VIT_0550077201140-RNA-Transaription factor VIT 025002501530 Cell

VIT_1850122200320-RNA-Transcription repressor VIT 0550025200420 Cell

VIT 0150010202910 RHA-Zin inger (€ 3HCA-typering fnger] -

VIT_0350088200690-RNA-Zinc finger (CCCH-type} family protein VIT 1150052501220, Cl

A Lt Coh VIT_1850001£02770-Cell

VIT_0550062200960- el w ] =

VIT_0950002200320-C cell

VIT_0950070200480-Cell

VIT_0650061201230-Cell

VIT_1050116200590-Cell Cell Wall

VIT_1250057201020-Cell
VIT_1150016204190-Cell
VIT_1850001201640-Cell
VIT_1550048201080-Cell




