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[bookmark: _GoBack]Additional file 5: Correlation between the length of mitochondrial and chloroplast sequences transferring to the nuclear genome, nuclear genome size and repeat sizes in nuclear genomes in 26 land plants. (A) Correlation between the length of mitochondrial sequences transferring to nuclear and nuclear genome sizes. (B) Correlation between the length of the chloroplast sequences transferring to nuclear and nuclear genome sizes. (C) Correlation between repeat sizes in nuclear genomes and nuclear genome sizes. (D) Correlation between length of mitochondrial sequences transferring to nuclear genomes and repeat sizes of nuclear genomes. (E) Correlation between length of chloroplast sequences transferring to nuclear genomes and repeat sizes of nuclear genomes. Each dot represents a two-dimensional value (X, Y) of one species. Black dots denote four cotton species and the gray dots mean the other species. The slash represents the linear regression function of the distribution tendency of the dots. R2 is the regression coefﬁcient.
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