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	Categories
	Candidate cleaved sites in all transcripts
	Candidate sites in matched potential 
targets of miRNAs

	
	Number
	(%)
	Cleaved sites
	Genes
	miRNAs
	Cleaved events

	Category 0
	22067
	0.79%
	249
	249
	424
	1020

	Category 1
	38566
	1.37%
	165
	162
	211
	253

	Category 2
	792722
	28.25%
	554
	484
	261
	935

	Category 3
	88213
	3.14%
	175
	138
	116
	194

	Category 4
	1864429
	66.44%
	402
	390
	135
	492



