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Fig. S1 Gene map of the P. alkekengi var. franchetii chloroplast genome. Genes shown outside the outer circle are transcribed clockwise, and those inside are transcribed counterclockwise. Genes belonging to different functional groups are color coded. The darker gray in the inner circle indicates the GC content, and the lighter gray indicates the AT content. The inner circle also indicates that the chloroplast genome contains two copies of the inverted repeat (IRA and IRB), a large single-copy region (LSC) and a small single-copy region (SSC). The map was constructed using OrganellarGenomeDRAW.
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Fig. S2 Gene map of the P. minima chloroplast genome. Genes shown outside the outer circle are transcribed clockwise, and those inside are transcribed counterclockwise. Genes belonging to different functional groups are color coded. The darker gray in the inner circle indicates the GC content, and the lighter gray indicates the AT content. The inner circle also indicates that the chloroplast genome contains two copies of the inverted repeat (IRA and IRB), a large single-copy region (LSC) and a small single-copy region (SSC). The map was constructed using OrganellarGenomeDRAW.
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Fig. S3 Gene map of the P. pubescens chloroplast genome. Genes shown outside the outer circle are transcribed clockwise, and those inside are transcribed counterclockwise. Genes belonging to different functional groups are color coded. The darker gray in the inner circle indicates the GC content, and the lighter gray indicates the AT content. The inner circle also indicates that the chloroplast genome contains two copies of the inverted repeat (IRA and IRB), a large single-copy region (LSC) and a small single-copy region (SSC). The map was constructed using OrganellarGenomeDRAW.
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Fig. S4 Amino acid frequencies in the chloroplast genomes of five Physalis species.
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Fig. S5 Neighbor-joining (NJ) tree based on the complete chloroplast genome sequences of 36 species of Solanaceae. Numbers above branches indicate bootstrap support, and circled by the red dotted lines are the five Physalis species.
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