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Figure S4. Comparison of protein sequence identity between Selaginella species.
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(a) Reciprocal best hits (RBH) expressed as an average percentage identity. (b) Pairwise comparisons of frequencies of
shared protein identities between S. sellowii (S. sello) and S. lepidophylla (S. lepid) and S. sellowii (S. sello) and S.
denticulata (S. denti) species.
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