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Fig. S1. Alignments of reference sequences derived from each RF-Oma1 in NK-198 Rf1. 

Nucleotide residues are numbered from the from the translational initiation codon. Exon and 3' 

trailer regions are shown (A and B, respectively). Dashes indicate gaps inserted for maximum 

matching. The nucleotide positions for read-number counting are shown with black triangles.


