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Supplementary Figure 4. The five conserved consensus motifs of SAUR proteins in the seven plant species containing Arabidopsis thaliana, Oryza sativa, Zea mays, Glycine max, Medicago truncatula, Setaria italica and Physcomitrella patens. The symbol heights represent the relative frequency of each residue. The numbers of sites, width and e-value for each motif are also shown.
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