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Supplementary Figure 8. Analysis of structural parameter RMSD and Ramachandran plot for structure optimization.
[bookmark: _Hlk54684243]  The predicted structures of AtSAUR8 and OsSAUR8 were subjected to MD simulation using GROMACS 2019.1 software package with the Charmm 27 force field and TIPS3P water model in a box large enough to enclose the whole protein. The structure was then subjected to energy minimization with 50000 steps of steepest descent. The minimized structure was equilibrated with NVT and NPT simulation in turn. Finally, we carried out 1 ns long NVT MD simulation and structural parameters like RMSD converged after 800ps. 
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