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TMHMM posterior probabilities for WEBSEQUENCE
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TMHMM posterior probabilities for WEBSEQUENCE
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Additional file S: Figure S1 Predicated trans-membrane domains for HpDGAT2A, HpDGAT2B,

HpDGAT2C, HpDGAT2D, and

(http://www.cbs.dtu.dk/services/ TMHMM-2.0/).
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