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1
B.distachyon-v3.2_Bradilg55300.2.p ARLMIVSDLD HTMVD
B.distachyon-v3.2_Bradi2g36350.6.p ARLMIVSDLD QTMVD
B.hybridum-v1.1_Brahy.D01G0746500.1.p ARLMIVSDLD HT!
B.hybridum-v1.1_Brahy.D02G0478800.1.p ARLMIVSDLD QT!
B.hybridum-v1.1_Brahy.S06G0207800.1.p ARLMIVSDLD HT!
B.hybridum-v1.1_Brahy.S08G0229700.1.p ARLMIVSDLD QT
B.stacei-v1.1_Brast06G189100.1.p ARLMIVSDLD HTMVD
B.stacei-v1.1_Brast08G210900.1.p ARLMIVSDLD QTMVD
B.sylvaticum-v1l.1_Brasy6G197100.1.p ARLMIVSDLD HTMVI]
B.sylvaticum-v1l.1_Brasy8G226900.1.p ARLMIVSDLD QTLVD
E.coracana-vl.1_ELECO.r07.1AG0017250.1 ARLMIVSDLD H
E.coracana-vl.1_ELECO.r07.1BG0066280.1 ARLMIVSDLD H
E.coracana-vl.1_ELECO.r07.5AG0405240.1 ARLMIVSDLD Q
E.coracana-vl.1_ELECO.r07.5BG0453340.1 ARLMIVSDLD Q
H.vulgare-rl_HORVU1Hr1G019500.3 ARLMIVSDLD QTM
H.vulgare-rl_HORVU5Hr1G000580.1 ARLMIVSDLD HTM!
M.sinensis-v7.1_Misin07G375700.1.p ARLMIVSDLD HTMVD
M.sinensis-v7.1_Misin16G055500.1.p_S6PP.1 ARLVLVSDLD Q
M.sinensis-v7.1_Misin16G055600.1.p_S6PP.2 ARLMIVSNLD Q
M.sinensis-v7.1_Misin17G051300.1.p_S6PP.2 ARLMIVSDLD Q
M.sinensis-v7.1_Misin17G051400.1.p_S6PP.1 ARLVLVSDLD Q
O.sativaKitaake-v3.1_OsKitaake01g172900.1.p ARLIIVSDLD HT!
O.sativaKitaake-v3.1_OsKitaake029035100.1.p ARLMIVSDLD HT
O.sativaKitaake-v3.1_OsKitaake059032900.1.p ARLMIVSDLD QT!
O.sativa-v7.0_LOC_0Os01g27880.1 ARLIIVSDLD HTMVD!
O.sativa-v7.0_LOC_0s02g05030.1 ARLMIVSDLD HTMVD
O.sativa-v7.0_LOC_0s05g05270.1 ARLMIVSDLD QTMIDI
O.thomaeum-v1.0_Oropetium_20150105_15513A ARLMIVSDLD
0O.thomaeum-v1.0_Oropetium_20150105_22356A ARLMIVSDLD
P.halliHAL-v2.1_PhHAL.3G110000.1.p_S6PP.1 ARLVIVSDLD Q
Mlii _PhHAL.3G110100.1.p_S6PP.2 ARLMIVSDLD Q
_PhHAL.5G367300.1.p ARLMIVSDLD HTMV/
ARLVIVSDLD QTMIL
.1.p_ _S6PP.2 ARLMIVSDLD QTM
-v3.1_Pahal.5G373100.1. p ARLMIVSDLD HTMVDH
P. V|rgatum-v5 1_Pavir.3KG143200.2.p ASLVIVSDLD QTMIDI
P.Virgatum-vS.l_Pavir.3N6188964.1.p_SGPP.l ARLVIVSDLD Q
P.virgatum-v5.1_Pavir.3NG189313.1.p_S6PP.2 ARLMIVSDLD Q
P.virgatum-v5.1_Pavir.5KG244800.2.p ARLMIVSDLD HTMVE
P.virgatum-v5.1_Pavir.5NG369700.2.p ARLMIVSDLD HTMVL
S.bicolor_RTx430-v2.1_SbiRTX430.04G160000.1.p ARLMIVSDLD
S.bicolor_RTx430-v2.1_SbhiRTX430.09G042400.1.p_S6PP.1 ARLMLVS
S.bicolor_RTx430-v2.1_ShiRTX430.09G042500.1., p_SGPP 2 ARLMIVSE
S.bicolorRio-v2.1_SbRi0.04G161300.1. P ARLMIVSDLD HTMV]
S.bicolorRiO-v2.1_SbRio.OQGO43600.l.p_SGPP.l ARLMLVSDLD Q
S.bicolorRio-v2.1_SbRio0.09G043700.1.p_S6PP.2 ARLMIVSDLD Q
S.bicolor-v3.1.1_Sobic.004G151800.2.p ARLMIVSDLD HTMVL
S.bicolor-v3.1.1_Sobic.009G040900.2.p_S6PP.1 ARLMLVSDLD Q
S.bicolor-v3.1.1_Sobic.009G041000.1.p_S6PP.2 ARLMIVSDLD Q
S.italica-v2.2_Seita.2G386000.1. p ARLMIVSDLD HTMVDH
S.italica-VZ.2_Seita.36059500.1.p_SGPP.l ARLVIVSDLD QTMIL
S.italica-v2.2_Seita.3G059600.1.p_S6PP.2 ARLMIVSDLD QTM
S.italica-v2.2 Selta 5G174500.1.] p ARLMIVSDLD HTMVDH
ARLMIVSDLD HTMVDH
ARLVIVSDLD QTMIE
S.Virldls-v2 1 SeV|r 56174500 1 p ARLMIVSDLD HTMVDH
Saccharum-R570_S6PP.1 ARLVLVSDLD QTMIDHQ
Saccharum-R570_S6PP.2 ARLMIVSDLD QTMVDHL
Saccharum-R570_S6PP.2D.2 ARLMIVSDLD QTMVDI
Saccharum-R570_S6PP-2D.1 ARLVLVSDLD QTMID
T.aestivum-v2.2_Traes_1BS_998F2E806.2 ARLMIVSDLD QT
T.aestivum-v2.2_Traes_1DS_9AE5A76AC.2 HPRPTATLAS R
T.aestivum-v2.2_Traes_5AS_962BCA20C.1 ARLMIVSDLD H
T.aestivum-v2.2_Traes_5BS_F7853DBB6.2 ARLMIVSDLD HT
T.aestivum-v2.2_Traes_5DS_0B17FFD55.1 ARLMIVSDLD HT
T.intermedium-v2.1_Thint.01G0102700.1.p ARLMIVSDLD QTM
T.intermedium-v2.1_Thint.02G0243300.1. ARLMIVSDLD QTM
T.intermedium-v2.1_Thint.03G0206200. ARLMIVSDLD QTM
T.intermedium-v2.1_Thint.05G0032000. ARLMIVSDLD HTM
T.intermedium-v2.1_Thint.13G0028000. ARLMIVSDLD HTM
T.intermedium-v2.1_Thint.14G0034900. ARLMIVSDLD HTM
T.intermedium-v2.1_Thint.15G0012900. ARLMIVSDLD HTM
T.intermedium-v2.1_Thint.V1674200.1. p ARLMIVSDLD HTMVI
Z.maysPHJ40-v1.1 —ZmPHJ40.08G1392 ARLMIVSDLD
Z.maysPHJ40-v1. 1_ZmPHJ40.10G0928 ARLLLVSDLD Q
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B.distachyon-v3.2_Bradilg55300.2.p
B.distachyon-v3.2_Bradi2g36350.6.p EEMTPDSEWE EFLDI
B.hybridum-v1.1_Brahy.D01G0746500.1.p EEMVPDAGWE E
B.hybridum-v1.1_Brahy.D02G0478800.1.p EEMTPDSEWE EF|

1p
1p

EEMVPDAGWE EYLN

B.hybridum-v1.1_Brahy.S06G0207800.1. EEMVPDAGWE E
B.hybridum-v1.1_Brahy.S08G0229700.1. EEMTPDAEWE VF|
B.stacei-v1.1_Brast06G189100.1.p EEMVPDAGWE EYLN
B.stacei-v1.1_Brast08G210900.1.p EEMTPDAEWE VFLNN
B.sylvaticum-v1l.1_Brasy6G197100.1.p EEMVPDAGWE EYL
B.sylvaticum-v1l.1_Brasy8G226900.1.p EEMAPDAEWE EFL
E.coracana-vl.1_ELECO.r07.1AG0017250.1 EDMVPDEGWE E
E.coracana-vl.1_ELECO.r07.1BG0066280.1 EDMVPDEGWE E
E.coracana-vl.1_ELECO.r07.5AG0405240.1 EEMICDIDWE E
E.coracana-vl.1_ELECO.r07.5BG0453340.1 EEMICDVDWE E
H.vulgare-rl_HORVU1Hr1G019500.3 QEMTPDVGWE EF
H.vulgare-rl_HORVU5Hr1G000580.1 EAMVPDDGWE EY
M.sinensis-v7.1_Misin07G375700.1.p EAMVPDDGWE EYL|
M.sinensis-v7.1_Misin16G055500.1.p_S6PP.1 EEMIRDVGWE E
M.sinensis-v7.1_Misin16G055600.1.p_S6PP.2 VDMVRDVDWE E
M.sinensis-v7.1_Misin17G051300.1.p_S6PP.2 GDMVRDADWE E
M.sinensis-v7.1_Misin17G051400.1.p_S6PP.1 EEMIRDVGWE E
O.sativaKitaake-v3.1_OsKitaake019172900.1.p EAMVPDDGWE E
O.sativaKitaake-v3.1_OsKitaake029035100.1.p EEMVPDDGWV E
O.sativaKitaake-v3.1_OsKitaake059032900.1.p EEMIHDVGWA EF
O.sativa-v7.0_LOC_0Os01g27880.1 EAMVPDDGWE EYL|
O.sativa-v7.0_LOC_0s02g05030.1 EEMVPDDGWYV EYL|
O.sativa-v7.0_LOC_0s05g05270.1 EEMIHDVGWA EFLS
O.thomaeum-v1.0_Oropetium_20150105_15513A
0O.thomaeum-v1.0_Oropetium_20150105_22356A
P.halliHAL-v2.1_PhHAL.3G110000.1.p_S6PP.1
P.halliHAL-v2.1_PhHAL.3G110100.1. p_S6PP.2
P.halliHAL-v2.1_PhHAL.5G367300.1. p

EDMVPDEG
EEMIRDVGWE E
ADMVRDVDWE

EAMVPDDGWE EYL|
EEMIRDVGWE EYLE
ADMVRDVDWE EY!
EAMVPDDGWE EYLNN
EEMIRDVGWE EYLD!
EEMIRDVGWE E|
ADMVHDIDWE
EAMVPDDGWE EYL|
EAMVPDDGWE EYL|
EAMVPDDGW|

! 1p
P.virgatum-v5.1_Pavir.3KG143200.2.p
P.virgatum-v5.1_Pavir.3NG188964.1.p_S6PP.1

P.virgatum-v5.1_Pavir.3NG189313.1.p_S6PP.2
P.virgatum-v5.1_Pavir.5KG244800.2.p
P.virgatum-vs.l_Pavir.5NG369700.2.p
S.bicolor_RTx430-v2.1_SbiRTX430.04G160000.1.p
S.bicolor_RTx430-v2.1_ShiRTX430.09G042400.1.p_S6PP.1 EEMIRDV(
S.bicolor_RTx430-v2.1_ShiRTX430.09G042500.1.p_S6PP.2 TDMVRDF

EAMVPDDGWE EYL|
EEMIRDVGWE E
TDMVRDSDWE

EAMVPDDGWE EYLI

S.bicolorRio-v2.1_SbRi0.04G161300.1.p
S.bicolorRio-vZ.1_SbRio.OQGO43600.l.p_SGPP.l
S.bicolorRio-v2.1_SbRio0.09G043700.1.p_S6PP.2
S.bicolor-v3.1.1_Sobic.004G151800.2.p
S.bicolor-v3.1.1_Sobic.009G040900.2.p_S6PP.1 EEMIRDVGWE E]
S.bicolor-v3.1.1_Sobic.009G041000.1.p_S6PP.2 TDMVRDSDWE E
S.italica-v2.2_Seita.2G386000.1.p EAMVPDDGWE EYLNN
S.italica-v2.2_Seita.3G059500.1.p_S6PP.1 EEMIRDVGWE EYLE
S.italica-v2.2 Selta 3G059600.1.p_S6PP.2 ADMVHDVDWE EY!
EAMVPDDGWE EYLNN
EAMVPDDGWE EYLNN
EEMIRDVGWE EYLE
EAMVPDDGWE EYLNN
EEMIRDVGWE EYLNNN!
ADMVRDADWE EHLSS|
ADMVRDADWE EHLSS
EEMIRDVGWE EYLNN
QEMTPDVGWE E
QEMTPDVGWE &
EAMVPDHGWE E
EAMVPDHGWE E
EAMVPDHGWE E
QEMTPDVGWE EF
QEMTPDVGWE EF
QEMTPDVGWE EF
EAMIPDDGWE EY]|
EAMVPDDGWE EY
EAMVPDHGWE EY
EAMVPDHGWE EY
EAMIPDDGWE EYLI
EAMVPDDGWE
EEMVRDVGWE

Saccharum-R570_S6PP.1
Saccharum-R570_S6PP.2
Saccharum-R570_S6PP.2D.2
Saccharum-R570_S6PP-2D.1
T.aestivum-v2.2_Traes_1BS_998F2E806.2
T.aestivum-v2.2_Traes_1DS_9AE5A76AC.2
T.aestivum-v2.2_Traes_5AS_962BCA20C.1
T.aestivum-v2.2_Traes_5BS_F7853DBB6.2
T.aestivum-v2.2_Traes_5DS_0B17FFD55.1
T.intermedium-v2.1_Thint.01G0102700.1.p
T.intermedium-v2.1_Thint.02G0243300.1.
T.intermedium-v2.1_Thint.03G0206200.
T.intermedium-v2.1_Thint.05G0032000.
T.intermedium-v2.1_Thint.13G0028000.
T.intermedium-v2.1_Thint.14G0034900.
T.intermedium-v2.1_Thint.15G0012900.
T.intermedium-v2.1_Thint.V1674200.1. p
Z.maysPHJ40-v1.1_ZmPHJ40.08G1392
Z.maysPHJ40-v1.1_ZmPHJ40.10G0928
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B.distachyon-v3.2_Bradilg55300.2.p
B.distachyon-v3.2_Bradi2g36350.6.p
B.hybridum-v1.1_Brahy.D01G0746500.1.p
B.hybridum-v1.1_Brahy.D02G0478800.1.p

1p
1p

QDLDILAQGA GKGQ
EALDVLPRGA GKGQA
QDLDILAQGA GKG

B.hybridum-v1.1_Brahy.S06G0207800.1.
B.hybridum-v1.1_Brahy.S08G0229700.1.
B.stacei-v1.1_Brast06G189100.1.p
B.stacei-v1.1_Brast08G210900.1.p
B.sylvaticum-v1l.1_Brasy6G197100.1.p
B.sylvaticum-v1l.1_Brasy8G226900.1.p
E.coracana-vl.1_ELECO.r07.1AG0017250.1
E.coracana-vl.1_ELECO.r07.1BG0066280.1
E.coracana-vl.1_ELECO.r07.5AG0405240.1
E.coracana-vl.1_ELECO.r07.5BG0453340.1
H.vulgare-r1_HORVU1Hr1G019500.3
H.vulgare-r1_HORVU5Hr1G000580.1
M.sinensi v7.1_| Misin07G375700.1.p

VLIDVVPQGA GK
VLIDVVPQGA GK
_S EAFDVLPRGA G

O.sativaKitaake-v3.1 OsKltaake01g172900 1) p QDLDILPQGA Gl
O.sativaKitaake-v3.1_OsKitaake029035100.1.p
O.sativaKitaake-v3.1_OsKitaake059032900.1.p
O.sativa-v7.0_LOC_0Os01g27880.1
O.sativa-v7.0_LOC_0s02g05030.1
O.sativa-v7.0_LOC_0s05g05270.1
O.thomaeum-v1.0_Oropetium_20150105_15513A
0O.thomaeum-v1.0_Oropetium_20150105_22356A
P.halliHAL-v2.1_PhHAL.3G110000.1.p_S6PP.1
P.halliHAL-v2.1_PhHAL.3G110100.1. p_S6PP.2
P.halliHAL-v2. 1_PhHAL.5G367300.1. p

QDLDVLPQGA GKGQ
EALDVLPOGA GKGQ)

P.hallii-v3.1_Pahal.3G116000
P.hallii-v3.1_Pahal.5G373100.1.
P.virgatum-v5.1_Pavir.3KG143200.2.p
P.virgatum-v5.1_Pavir.3NG188964.1.p_S6PP.1

P.virgatum-v5.1_Pavir.3NG189313.1.p_S6PP.2
P.virgatum-v5.1_Pavir.5KG244800.2.p
P.virgatum-v5.1_Pavir.5NG369700.2.p
S.bicolor_RTx430-v2.1_SbiRTX430.04G160000.1.p

S.bicolor_RTx430-v2.1_SbiRTX430.09G042500.1.p_S6PP.2 VLIDVVPQ
S.bicolorRio-v2.1_SbRi0.04G161300.1.p QDLDILPQGA GKGQ
S.bicolorRio-v2.1_SbRio0.09G043600.1.p_S6PP.1 EALDVLPQGA G
S.bicolorRio-v2.1_SbRio0.09G043700.1.p_S6PP.2
S.bicolor-v3.1.1_Sobic.004G151800.2.p
S.bicolor-v3.1.1_Sobic.009G040900.2.p_S6PP.1
S.bicolor-v3.1.1_Sobic.009G041000.1.p_S6PP.2
S.italica-v2.2_Seita.2G386000.1.p
S.italica-v2.2_Seita.3G059500.1.p_S6PP.1
S.italica-v2.2_Seita.3G059600.1.p_S6PP.2
Seita.5G174500.1.p
Sevir.2G396500.2.p
S.viridis-v2.1_Sevir.3G060400.2. p_S6PP.1
S.viridis-v2.1_Sevir.5G174500.1.p
Saccharum-R570_S6PP.1
Saccharum-R570_S6PP.2
Saccharum-R570_S6PP.2D.2
Saccharum-R570_S6PP-2D.1
T.aestivum-v2.2_Traes_1BS_998F2E806.2
T.aestivum-v2.2_Traes_1DS_9AE5A76AC.2
T.aestivum-v2.2_Traes_5AS_962BCA20C.1
T.aestivum-v2.2_Traes_5BS_F7853DBB6.2
T.aestivum-v2.2_Traes_5DS_0B17FFD55.1
T.intermedium-v2.1_Thint.01G0102700.1.p
T.intermedium-v2.1_Thint.02G0243300.1.
T.intermedium-v2.1_Thint.03G0206200.1.
T.intermedium-v2.1_Thint.05G0032000.1.
T.intermedium-v2.1_Thint.13G0028000.1.
T.intermedium-v2.1_Thint.14G0034900.1.p
T.intermedium-vZ.l_Thint.1560012900 1p
T.intermedium-v2.1_Thint.V1674200.1.p
Z.maysPHJ40-v1.1_ZmPHJ40.08G139200.1.p

Z.maysPHJ40-v1.1_ZmPHJ40.10G092800.1.p NALDVLPRGA ¢
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B.distachyon-v3.2_Bradilg55300.2.p
B.distachyon-v3.2_Bradi2g36350.6.p
B.hybridum-v1.1_Brahy.D01G0746500.1.p
B.hybridum-v1.1_Brahy.D02G0478800.1.p
1p
1p

TERCAAGIIQ AIGHFKI
TERCASGIIQ AIGHFKI

B.hybridum-v1.1_Brahy.S06G0207800.1.
B.hybridum-v1.1_Brahy.S08G0229700.1.
B.stacei-v1.1_Brast06G189100.1.p
B.stacei-v1.1_Brast08G210900.1.p
B.sylvaticum-v1l.1_Brasy6G197100.1.p
B.sylvaticum-v1l.1_Brasy8G226900.1.p
E.coracana-vl.1_ELECO.r07.1AG0017250.1
E.coracana-vl.1_ELECO.r07.1BG0066280.1
E.coracana-vl.1_ELECO.r07.5AG0405240.1
E.coracana-vl.1_ELECO.r07.5BG0453340.1
H.vulgare-r1_HORVU1Hr1G019500.3
H.vulgare-r1_HORVU5Hr1G000580.1
M.sinensi v7.1_| Misin07G375700.1.p
S6PP.1

S6PP.2

O.sativaKitaake-v3.1 OsKltaakeOlg172900 1) p
O.sativaKitaake-v3.1_OsKitaake029035100.1.p
O.sativaKitaake-v3.1_OsKitaake059032900.1.p
O.sativa-v7.0_LOC_0Os01g27880.1
O.sativa-v7.0_LOC_0s02g05030.1
O.sativa-v7.0_LOC_0s05g05270.1
O.thomaeum-v1.0_Oropetium_20150105_15513A
0O.thomaeum-v1.0_Oropetium_20150105_22356A
P.halliHAL-v2.1_PhHAL.3G110000.1.p_S6PP.1
P.halliHAL-v2.1_PhHAL.3G110100.1. p_S6PP.2
P.halliHAL-v2. 1_PhHAL.5G367300.1. p

P.hallii-v3.1_Pahal.3G116000
P.hallii-v3.1_Pahal.5G373100.1.
P.virgatum-v5.1_Pavir.3KG143200.2.p
P.virgatum-v5.1_Pavir.3NG188964.1.p_S6PP.1

SERCAAGIIQ AIGHFKL

TERCAAGIMQ AIGH
TERCAAGIMQ Al
TKRCAAGIME Al

P.virgatum-v5.1_Pavir.3NG189313.1.p_S6PP.2
P.virgatum-v5.1_Pavir.5KG244800.2.p
P.virgatum-v5.1_Pavir.5NG369700.2.p
S.bicolor_RTx430-v2.1_SbiRTX430.04G160000.1.p
S.bicolor_RTx430-v2.1_SbiRTX430.09G042400.1.p_S6PP.1 TERCATG
S.bicolor_RTx430-v2.1_SbiRTX430.09G042500.1.p_S6PP.2 TKRCAAG|

S.bicolorRio-v2.1_SbRi0.04G161300.1.p
S.bicolorRio-v2.1_SbRio0.09G043600.1.p_S6PP.1
S.bicolorRio-v2.1_SbRio0.09G043700.1.p_S6PP.2
S.bicolor-v3.1.1_Sobic.004G151800.2.p
S.bicolor-v3.1.1_Sobic.009G040900.2.p_S6PP.1 TERCAAGIMQ Al
S.bicolor-v3.1.1_Sobic.009G041000.1.p_S6PP.2 TKRCAAGVMQ
S.italica-v2.2_Seita.2G386000.1.p SERCAAGIIQ AIGHFKL
S.italica-v2.2_Seita.3G059500.1.p_S6PP.1 TERCAAGIMQ AIG
S.italica-v2.2_Seita.3G059600.1.p_S6PP.2 MKRCAAGIME AIE
Seita.5G174500.1.p SERCAAGIIQ AIGHFKL
Sevir.2G396500.2.p SERCAAGIIQ AIGHFKL
Sevir.3G060400.2.p_S6PP.1 TERCAAGIMQ AIG
_Sevir.5G174500.1.p SERCAAGIIQ AIGHFKL

NERCAAGIIQ AIGH
TERCAAGIMQ
TKRCAAGVMQ

NERCAAGIIQ AIGHF

S.viridis-v2.
S.viridis-v2.

Saccharum-R570_S6PP.1
Saccharum-R570_S6PP.2
Saccharum-R570_S6PP.2D.2
Saccharum-R570_S6PP-2D.1
T.aestivum-v2.2_Traes_1BS_998F2E806.2
T.aestivum-v2.2_Traes_1DS_9AE5A76AC.2
T.aestivum-v2.2_Traes_5AS_962BCA20C.1
T.aestivum-v2.2_Traes_5BS_F7853DBB6.2
T.aestivum-v2.2_Traes_5DS_0B17FFD55.1
T.intermedium-v2.1_Thint.01G0102700.1.p
T.intermedium-v2.1_Thint.02G0243300.1.
T.intermedium-v2.1_Thint.03G0206200.
T.intermedium-v2.1_Thint.05G0032000.
T.intermedium-v2.1_Thint.13G0028000.
T.intermedium-v2.1_Thint.14G0034900.
T.intermedium-v2.1_Thint.15G0012900.
T.intermedium-v2.1_Thint.V1674200.1. p
Z.maysPHJ40-v1.1_ZmPHJ40.08G1392
Z.maysPHJ40-v1.1_ZmPHJ40.10G0928

TERCAAGIMQ AIGHFKL
TKRCAAGIMQ AIGNFKL
TKRCAAGIMQ AIGNF
TERCAAGIMQ AIGHF!




