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SbMATE       MEEHRSPAHAKPEAEQPPQQQVPAAMAVAVAVDVAAPAALQNSTAAPAENGDVAAAGAAE

oSbMATE      MEEHRSPAHAKPEAEQPPQQQVPAAMAVAVAVDVAAPAALQNSTAAPAENGDVAAAGAAE

             ************************************************************

SbMATE       NGTAASAANGDGGGSELLGGPRWTGLHLFVMNIRSVFKLDELGAEVLGIAVPASLALTAD

oSbMATE      NGTAASAANGDGGGSELLGGPRWTGLHLFVMNIRSVFKLDELGAEVLGIAVPASLALTAD

             ************************************************************

SbMATE       PLASLIDTAFIGRLGSVEIAAVGVAIAVFNQVMKVCIYPLVSVTTSFVAEEDAVLSKGGA

oSbMATE      PLASLIDTAFIGRLGSVEIAAVGVAIAVFNQVMKVCIYPLVSVTTSFVAEEDAVLSKGGA

             ************************************************************

SbMATE       KVIDNGEEEEELEAGQVGPEKHTAAAGADPEKQQQPADEEAAKNGGEGCAPAVVAGRSSG

oSbMATE      KVIDNGEEEEELEAGQVGPEKHTAAAGADPEKQQQPADEEAAKNGGEGCAPAVVAGRSSG

             ************************************************************

SbMATE       KKSGNRRFVPSVTSALIVGALLGLFQTVFLVAAGKPLLRLMGVKPGSPMVMPALRYLTLR

oSbMATE      KKSGNRRFVPSVTSALIVGALLGLFQTVFLVAAGKPLLRLMGVKPGSPMVMPALRYLTLR

             ************************************************************

SbMATE       ALGAPAVLLSLAMQGVFRGFKDAKTPLYAIVAGDAANIVLDPILIFGCRLGVIGAAIAHV

oSbMATE      ALGAPAVLLSLAMQGVFRGFKDAKTPLYAIVAGDAANIVLDPILIFGCRLGVIGAAIAHV

             ************************************************************

SbMATE       LSQYLITLIMLSKLVRKVDVVPPSLKCLKFRRFLGCGFLLLARVVAVTFCVTLAASLAAR

oSbMATE      LSQYLITLIMLSKLVRKVDVVPPSLKCLKFRRFLGCGFLLLARVVAVTFCVTLAASLAAR

             ************************************************************

SbMATE       HGPTAMAAFQICTQVWLATSLLADGLAVAGQAMIASAFAKEDRYKVAATAARVLQLGVVL

oSbMATE      HGPTAMAAFQICTQVWLATSLLADGLAVAGQAMIASAFAKEDRYKVAATAARVLQLGVVL

             ************************************************************

SbMATE       GAALTALLGLGLQFGAGVFTSDAAVIKTIRKGVPFVAGTQTLNTLAFVFDGINFGASDYA

oSbMATE      GAALTALLGLGLQFGAGVFTSDAAVIKTIRKGVPFVAGTQTLNTLAFVFDGINFGASDYA

             ************************************************************

SbMATE       FSAYSMIGVAAVSIPSLIFLSSHGGFVGIWVALTIYMGVRALASTWRMAAAQGPWKFLRQ

oSbMATE      FSAYSMIGVAAVSIPSLIFLSSHGGFVGIWVALTIYMGVRALASTWRMAAAQGPWKFLRQ

             ************************************************************
Supplementary Fig. 5. Alignment of the deduced amino acid sequences. Geneious software (Kearse et al., 2012) alignment of the deduced amino acid sequences of optimized (oSbMATE) and original Sorghum bicolor MATE (SbMATE - SbMATE03g043890) sequences. (*) Symbols under the alignments indicate identical.




