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[bookmark: _GoBack]Fig. S1 Frequency distribution of the observed phenotypic data in 287 wheat genotypes. (a) survival; winter survival rate (0: 0-10% to 9: 90-100%), (b) DTH; days to heading, (c) DTM; days to maturity, (d) SL; spike length (cm), (e) SPL; spike length (cm), (f) AL; awn length (cm), (g) LW: liter weight (g), (h) TKW; thousand-kernel weight (g), (i) SPS: Number of seeds per spike. E1: Deokso in 2018-2019 season, E2: Deokso in 2019-2020 season, E3: Jeonju in 2018-2019 season, E4: Jinju in 2018-2019 season
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