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[bookmark: _GoBack]Fig. S4 Scatter plot of the linkage disequilibrium (LD) decay with the critical r2 value and the physical chromosome distance (Mbp) for the whole genome. The red dashed line shows the critical r2 value i.e., 0.34. The pink, green, blue, and red lines indicate LD decay of A, B, D, and all chromosomes, respectively. The LD was estimated as pairwise squared correlations of allele frequencies (r2) in sliding windows of 100 loci.
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