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Supplement Figure 4
The primer design site of MiTFL1s gene was used for qRT-PCR.
cDNA sequence comparison of the four genes, where the yellow shaded part represents the start codon and the red shaded part represents the stop codon. The red sequence represents the upstream primer sequence and the blue sequence represents the downstream primer sequence. The black part indicates a similarity of 100%.
TFL1-3          ATGTCAAGAATG---TCGGAGCCACTTGCGGTGGGGAGAGTGGTTGGTGATGTGGTGGAC
TFL1-4          ---------ATG---GCGGAGCCACTGGCTGTAGGGAGAGTGGTGGGTGATGTTGTGGAC
TFL1-1          ATGGCAAGAAT---AGTAGACCCTCTTGTTGTGGGGAGAGTGATAGGAGATGTTCTTGAT
TFL1-2          ATGGCAAGAATGCCATCAGATCCTCTTGTAGTTGGCAGAGTGATTGGAGATGTTGTTGAT
                         **      .** **:** *  ** ** ******.* **:*****  * ** 
TFL1-3          ATTTTCACCCCAAGTGTGAAGATGACTGTAACTTATAACCCCAATAAGCAAGTTGCCAAT
TFL1-4          AATTTCAGCCCCAGTGTGAAGATGACTGTGACTTATAGCTCCAATAAACAAGTCGCTAAT
TFL1-1          TCTTTCTCTCCAACAATCACAATG---TTTGTAAGTTACAATAACAGGCAAGTCTGTAAT
TFL1-2          TGTTGTGATCAAACTGTCAAAATGGCAGTCACCTACAACTCTTCCAAGCAGGTGTACAAT
                : **     *..* :.* *..***    * .  :. :.* . :. *..**.**    ***
TFL1-3          GGTTATGAGCTTACTCCTGCTGTCATTGCTGCTAAACCCAGGGTTGAGATTGGTGGAGAA
TFL1-4          GGTTATGAGCTTATGCCTGCTGCCATTGCTGCTAAACCTCGGGTTGAGATTGGTGGCGAG
TFL1-1          GGCCATGAGCTTTTACCTTCCACAGTTTCCTTCAGACCTAGGGTTGAGATTCAAGGAGGT
TFL1-2          GGCCATGAGCTGTTTCCATCTTCAGTGACTGTGAAACCTAAGGTTGAGGTTCACGGAGGT
                **  ******* :  **: *   ..*  *    *.*** ..*******.** . **.*. 
TFL1-3          GATATGAGAGCTGCCTACACATTGATCATGACTGACCCTGATGCTCCAAGCCCTAGTGAT
TFL1-4          GACTTGAGAGCTGCCTACACATTGATCATGACTGACCCTGATGCTCCAAGCCCTAGTGAT
TFL1-1          GATATGAGAACTTTCTTTACACTGGTGATGACAGACCCAGATGTTCCTGGACCTAGTGAT
TFL1-2          GATATGAGATCATTCTTCACATTGATCATGACAGACCCAGATGTTCCTGGTCCAAGTGAC
                ** :***** *:  **: *** **.* *****:*****:**** ***:.* **:***** 
TFL1-3          CCATACCTGAGAGAACATCTCCACTGGATGGTTACGGACATTCCTGGTACCACTGATGTT
TFL1-4          CCATGCATGAGAGAACATCTCCACTGGATGGTTACAGACATTCCTGGAACAACTGATGTT
TFL1-1          CCTTACTTAAGGGAGCACCTGCACTGGCTAGTGGCAAACATACCAGGAACAACAGATGTC
TFL1-2          CCATACTTGAGGGAGCATTTACACTGGGTGGTGACAGACATCCCAGGCACAACTGATGCC
                **:*.* *.**.**.**  * ****** *.** .*..**** **:** **.**:****  
TFL1-3          TCCTTTGGAAAAGAAGTGGTAAGTTATGAGATTCCAAAGCCGGTGGTGGGCATCCACAGG
TFL1-4          TCCTTTGGAAAAGAAGCGGTGGGTTATGAGATTCCAAAGCCGGTGGTGGGCATCCATAGA
TFL1-1          ACATTTGGGAGGGAACTGGTGAGTTATGAGATACCAAGGCCAAATATAGGCATCCACAGA
TFL1-2          ACGTTTGGAAGGGAATTGGTGAACTATGAAATGCCGAGGCCAAATATTGGGATTCACAGG
                :* *****.*..***  ***... *****.** **.*.***..: .* ** ** ** **.
TFL1-3          TACGTATTCATATTGTTCAAGCAAAGAGGAAGACAAACTGTG---AAGACACCAACTTCA
TFL1-4          TACGTATTCATATTGTTCAAACAAAGAGGAAGACAGACTGTG---AAGGCACCAACTTCA
TFL1-1          TTTGCTTTTGCTCTATTCAGGCAGAAAGGTAGACAGATATT---TAACCCACCTTCTTCA
TFL1-2          TTTGTTTTCCTTCTGTTCAGGCAGAAACGCAGGCAAACAGTGATAAGTATACCATCTTCA
[bookmark: _GoBack]                *: * :**   : *.****..**.*.* * **.**.* : *    *.   ***::*****
TFL1-3          AGGGACTATTTTAACACAAGGCGGTTCGCACAAGACAACGGCCTCGGCCTGCCAGTGGCT
TFL1-4          AGGGACCATTTCAACACAAGGCAGTTTGCACAGGACAACGGCCTTGGCCTGCCTGTGGCT
TFL1-1          AGGGATAACTTCAGCACTCGAATTTTCGCTGCTGAAAACGATCTCGGTCCTCCTGTTGCT
TFL1-2          AGGGACGGCTTCAACACAAGAAAGTTTGCTGAAGACAATGACCTTGGTCAGCCTGTTGCA
                *****  . ** *.***:.*..  ** **: . **.** *. ** ** *  **:** **:
TFL1-3          GCAGTCTACTTCAATGCCCAGAGAGAAACGGCTGCCAGAAGAAGATGAAGACGAAGACAT
TFL1-4          GCGGTCTACTTTAATGCCCAGAGAGAAACTGCTGCAAGAAGAAGATGAAGAAAAA-----
TFL1-1          GCCGTTTACTTCAACGCACAAAGAGAAACTGCAGCTAGAAGACGCTAACCAGATCCCCAC
TFL1-2          GCTGTGTTCTTCAATGCACAAAGGGAAACAGCCGCAAGAAGGCGCTG-------------
                ** ** *:*** ** **.**.**.***** ** ** *****..*.*.             
TFL1-3          AGTAGAGATATCAGTTTGATACTAATTCCCGAGAAATAAAAGAAAACTGCTCGACTTCAA
TFL1-4          ------AGAAACAGTTCAATACTGCTTCAGGCGAAATAAATAAAACTG--CCAACTTCAA
TFL1-1          ATCCGCCATTTTCGTCCAGTCTATTTGGAAACCAGAAAATAAAAAATTACCCATTTGTAA
TFL1-2          ----------------------------------ATAAATCAGGAAATAATTATAAAAAA
                                                  .::**: ...*.      .: :  **
TFL1-3          CTTGAAGTTGGCTGCATTTTCCTCTTGTTCATGTTTTTAGGGTTTTGAATCGAATATGGA
TFL1-4          CTTGAATTTGGCAG-------CTCTAGTTCTTGTTTTAGGGTCTTGGGTTCAAATGTCTG
TFL1-1          ATCTAAATAACATGCAG----TAATGGAGAAAATTACCATCTTTGTACCTGCAATTCCGC
TFL1-2          ATAAGGTACTATTCCAG----AAGGAAAAAATATTTAAAACATTTTAATTTGAAAAGGCG
                .*  .. :    :         :   .: .::.**:  .    *  .  *  **:     


