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Additional file 3. Functional classification of the genes affected by differential AS in stage and 

variety comparisons. The classification was performed using the PANTHER GO-slim tool 

(www.pantherdb.org/). GO terms are split in the three usual categories a Biological Process (BP). b 

Molecular Function (MF). c Cellular Component (CC). The percent of genes belonging to each 

category is given on the x-axis 
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