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Image 1. The original gel plate photo of Figure 7c in the manuscript
The gel plate photo illustrated transcriptional activation assay of ClMYB1. The yeast strain harboring empty vector (BD) and ClMYB1 were grown in SD medium lacking tryptophan (SD/-Trp) and three amino acid elements: tryptophan, histidine, and Adenine (SD/-3); to test the ability of ClMYB1 on self-activation. Those spots diluted in 1:1 was cropped and used in Figure 7c in the manuscript (red rectangle box).










[image: ]
Image 2. The original gel photo of Figure 8B(a) in the manuscript.
The gel photo contained PCR band of ClMYB1 amplified from the genomic DNA in transgenic N. benthamiana and wild type plant. M: DNA marker (DL2000, TaKARa), WT: wide-type, T3.1 and T3.2: two independent T3 generation lines.
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Image 3. The original gel photo of Figure 8B(b) in the manuscript.
The gel photo contained ClMYB1 (lane 8-13) transcripts detection by semi-quantitative RT-PCR in transgenic N. benthamiana and wild type plant with ClActin (lane 2-7) was used as reference gene. The portion showing amplified bands of ClMYB1 and ClActin in WT, T3.1 and T.32 (red rectangle box) were cropped and used in Figure 8B(b). M: DNA marker (DL2000, TaKaRa), WT: wide-type, T3.1 and T3.2: two independent T3 generation lines. T2.1, T2.2 and T2.3: three independent T2 generation lines.
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