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Fig. S2. The GO annotation of imprinted genes identified in sunflower endosperm.
The GO term enrichment analysis was conducted for genes included in each cluster using the WEGO 2.0 software (https://wego.genomics.cn/). Binding (p-value=0.015); Carbohydrate derivative binding (p-value=0.028); Protein binding (p-value<0.001); drug binding (p-value=0.023); macromolecule localization (p-value=0.046); signal transduction (p-value=0.042); signaling(p-value=0.042).
[bookmark: _GoBack]
image1.png
@@ Imprinted genes

@ All gene

23396
334

sauab Jo JequinN

14037
r200

[te]
N~

T T T T
o fo] (] 1]
© < o ~

sauab Jo abejusolad

o

Biological Process

Molecular Function





