Supplementary figures
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Figure S1. PCA analysis for the all the samples. Three replicates of each group are indicated by same color and shape.
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Figure S2. Analysis for the optimal number of the clusters for DEGs. (a): The sum of the squared distance between each member of a cluster and its cluster centroid (SSE) analysis. (b): The silhouette value analysis describes how similar a gene is to its own cluster compared to other clusters.
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