Table S1. The overall of RNAseq in this paper 
	Sample
	Total Raw Reads (M)
	Total Clean Reads (M)
	Clean Reads Ratio(%)
	Genome Mapping(%)
	Gene mapping(%)
	Uniquely Mapping(%)

	CK_D_1
	26.1
	22.14
	84.82
	88.3
	64.81
	72.29

	CK_D_2
	23.92
	21.94
	91.73
	88.23
	65.18
	72.48

	CK_D_3
	23.92
	22.53
	94.17
	88.39
	65.49
	72.46

	T_D_1
	21.75
	21.18
	97.37
	89.58
	65.29
	73.13

	T_D_2
	21.75
	21.24
	97.65
	89.51
	65.45
	72.98

	T_D_3
	21.75
	21.54
	99.02
	89.72
	66.33
	73.21
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