[image: image1.png]a. Auxin metabolism and signal transduction after KL.27-FB treatment

a-1. Schematic diagram of auxin signal transduction change in Y0.5H vs CK0.5H
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a-2. Schematic diagram of auxin signal transduction change in Y6H vs CK6H
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a-3. Expreesion analysis of DEGs involved in the
auxin metabolism
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a-4. Expreesion analysis of DEGs involved in the
auxin signal transduction
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[image: image2.png]b. Cytokinine metabolism and signal transduction after KI.27-FB treatment
b-1. Schematic diagram of cytokinine signal transduction change in Y0.5H vs CK0.5H
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b-3. Expreesion analysis of DEGs involved in the b-4. Expreesion analysis of DEGs involved in the
cytokinine metabolism cytokinine signal transduction
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[image: image3.png]c. ABA metabolism and signal transduction after KL27-FB treatment
c-1. Schematic diagram of ABA signal transduction change in Y0.5H vs CK0.5H

becisic wcid

o
-0 || (e o———> 2y

¢-2. Schematic diagram of ABA signal transduction change in Y6H vs CK6H
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¢-3. Expreesion analysis of DEGs involved in the c-4. Expreesion analysis of DEGs involved in the
ABA metabolism ABA signal transduction
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[image: image4.png]d. Ethylene metabolism and signal transduction after KI.27-FB treatment
d-1. Schematic diagram of ethylene signal transduction change in Y0.5H vs CK0.5H
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d-2. Schematic diagram of ethylene signal transduction change in Y6H vs CK6H
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d-3. Expreesion analysis of DEGs involved in the d-4. Expreesion analysis of DEGs involved in the
ethylene metabolism ethylene signal transduction
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[image: image5.png]€. BR metabolism and signal transduction after KL.27-FB treatment

e-1. Schematic diagram of BR signal transduction change in Y0.5H vs CK0.5H
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e-2. Schematic diagram of BR signal transduction change in Y6H vs CK6H
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e-3. Expreesion analysis of DEGs involved in the e-4. Expreesion analysis of DEGs involved in the
BR metabolism BR signal transduction
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[image: image6.png]. JA metabolism and signal transduction after KI.27-FB treatment
£1. Schematic diagram of JA signal transduction change in Y0.5H vs CK0.5H
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£2. Schematic diagram of JA signal transduction change in Y6H vs CK6H
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£3. Expreesion analysis of DEGs involved in the

JA metabolism
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£.4. Expreesion analysis of DEGs involved in the

JA signal transduction
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[image: image7.png]g- SA metabolism and signal transduction after KI1.27-FB treatment
g-1. Schematic diagram of SA signal transduction change in YO.5H vs CKO.SH
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g-2. Schematic diagram of SA signal transduction change in Y6H vs CK6H
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g-3. Expreesion analysis of DEGs involved in the ‘4. Expreesion analysis of DEGs involved in the
SA metabolism SA signal transduction

10 00 10 10
PAL I _ DNI722_cOglil 2 DN20618_cDglis.1
d'@ & o DNIOT4_c0gli26 2
& DN24791_cOgli61
& PRI DN20313_cDglis1

%
=3
F &




[image: image8.png]h. GA metabolism and signal transduction after KL.27-FB treatment
h-1. Schematic diagram of GA signal transduction change in Y0.5H vs CK0.5H
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h-3. Expreesion analysis of DEGs involved in the h-4. Expreesion analysis of DEGs involved in the
GA metabolism ‘GA signal transduction
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Figure S4 Hormone metabolism and signal transduction of auxin (a), CTY (b), ABA (c), ET (d), BR (e) , JA (f) , SA (g) and GA (h) after KL27-FB treatment. The expression fold change of each genes in the two comparisons were shown by a heatmap. The bar indicated the the “log2(fold change)”. 
