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Supplementary Fig. S1. The grain PA content of 94 rice genotypes and two landraces for the year 2020 and 2021



Supplementary Fig. S2. Representative image of allelic diversity at the (AAG)n genetic loci
of 3 UTR of the SPDT gene among 96 rice genotypes (uncropped full length gel image)
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Supplementary Fig. S3. The dendrogram constructed based on the allelic diversity for PA-related
candidate genes in 96 rice genotypes



Supplementary Table S1. Candidate genes reported to be associated with grain PA content

in rice

Gene Locus ID Chr. | Gene | Protein Putative Traits Reference
size | product function governed
(bp)

OsLpal LOC_0s02g57400 | 2 1488 | Kinase Phytic acid Grain PA | [1]
biosynthetic content
pathway

OsMRP5/ | LOC_0s03g04920 | 3 4518 | Transporter | Putative Grain PA | [2]

OsABCC13 multidrug content
resistance-
associated
protein involved
in PA
metabolism

OsMIK LOC_0s03g52760 | 3 1194 | Kinase Phytic acid Grain PA | [1,3]
biosynthetic content
pathway

LPA LOC_0s04g55800 | 4 1986 | Transporter | Putative sulfate | Grain PA | [4]
transporter, content
controls the
grain metabolite
profile.

OsIPK1 LOC_0s04g56580 | 4 1338 | Kinase Catalyzes the Grain PA | [5]
last step of content
phytic acid
biosynthesis in
rice
(phosphorylation
of
InsP5 molecule
at the
2nd position)

SPDT/ LOC_0s06g05160 | 6 2013 | Transporter | Controls the Grain P [6-7]

OsSultr3;4 allocation of IPA
phosphorus to content
the grain

OsPT8 LOC_0s10g30790 | 10 1626 | Transporter | Phosphorus Grain P [8]
redistribution content

from source to

sink organs and

allocation

between embryo
and endosperm




Supplementary Table S2. Nucleotide diversity parameters for the SPDT and OsPT8 genes

in rice
Parameters Gene
SPDT OsPT8
Number of sequences used 116 116
Number of sites/sequence length (bp) 6178 2821
Number of haplotypes (h) 95 115
Haplotype diversity (Hd) 0.988 0.9999
Variance of haplotype diversity 0.00003 0.0000013
Nucleotide diversity (Pi) 0.63237 0.68848
Theta (per site) from Eta 0.55262 0.56143
Average number of nucleotide differences (k) 3906.77841 1942.191
Tajima’s D 0.48702 (P>0.10) | 0.76348 (P>0.10)
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