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[bookmark: _GoBack]Fig. S1 Distribution of the pairwise number of allele differences among MLG (threshold=10): (a) Bimodal curve for scions, (b) Unimodal curve for rootstock genotypes.
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Fig. S2. Optimal K value of STRUCTURE selection graphs. (a) Delta (Δ)K for different numbers of subpopulations (K), maximum number of sub-populations were inferred at K=2 for STUCTURE analysis; (b) The average of log-likelihood value of K.
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