 Supplementary Materials 

Additional file 1 List of cultivars and growth habit in this study

	code
	cultivars
	growth habit

	1
	Hong jin gou
	indeterminate viny

	2
	Xiang jiao you dou
	indeterminate viny

	3
	Sheng feir
	indeterminate viny

	4
	Qi ji
	indeterminate viny

	5
	Zao feng
	indeterminate viny

	6
	Kuai jian
	indeterminate viny

	7
	Da zi pao
	indeterminate viny

	8
	Di dou
	determinate brush

	9
	Jiu yue
	determinate brush

	10
	Jia you dou
	determinate brush

	11
	Yi ke song
	determinate brush

	12
	Dan se qiu
	determinate brush

	13
	Aug-73
	determinate brush

	14
	May-97
	indeterminate viny

	15
	923
	indeterminate viny

	16
	Te nen
	indeterminate viny

	17
	Tai man
	indeterminate viny

	18
	Wu jin 6
	indeterminate viny

	19
	F0119
	indeterminate viny

	20
	F0678
	determinate brush

	21
	F0705
	determinate brush

	22
	F1736
	determinate brush

	23
	F2320
	determinate brush

	24
	F3420
	indeterminate viny

	25
	F4150
	indeterminate viny

	26
	F4226
	indeterminate viny

	27
	BE221-1
	determinate brush

	28
	Shuang feng NO.3
	indeterminate viny

	29
	D6
	determinate brush

	30
	D8
	determinate brush

	31
	D10
	determinate brush

	32
	D11
	determinate brush

	33
	D13
	determinate brush

	34
	Zao wu jin
	indeterminate viny

	35
	Chao shang si ji dou
	indeterminate viny

	36
	Shi li chang
	indeterminate viny

	37
	Da ma zhang
	indeterminate viny

	38
	851-923-9
	indeterminate viny

	39
	May-97
	indeterminate viny

	40
	Yin bai tiao
	indeterminate viny

	41
	Zao man jia
	indeterminate viny

	42
	Qing feng di dou
	determinate brush

	43
	Qing dao dou
	determinate brush

	44
	Jun-81
	determinate brush

	45
	Shuang sheng jia dou
	determinate brush

	46
	Tian ma di dou
	determinate brush

	47
	Shuang sheng di dou
	determinate brush

	48
	5991（81-6）
	determinate brush

	49
	No. 16
	indeterminate viny

	50
	4月10日
	indeterminate viny

	51
	Tu zi fan bai yan
	indeterminate viny

	52
	1996/9/17
	indeterminate viny

	53
	96-8-50
	indeterminate viny

	54
	1996/8/14
	indeterminate viny

	55
	1996/8/7
	indeterminate viny

	56
	1996/8/4
	indeterminate viny

	57
	1996/8/2
	indeterminate viny

	58
	Chao chang si ji dou
	indeterminate viny

	59
	San dao mei
	indeterminate viny

	60
	Da you dou
	indeterminate viny

	61
	Hei huang dou
	indeterminate viny

	62
	Ya ta jia
	indeterminate viny

	63
	Ji dou jiao
	indeterminate viny

	64
	Ha cai dou NO. 8
	indeterminate viny

	65
	Di you dou
	determinate brush

	66
	You dou
	indeterminate viny

	67
	Chao chang jia dou
	indeterminate viny

	68
	Ju feng
	indeterminate viny

	69
	Bo li cui
	indeterminate viny

	70
	2504Jia dou
	indeterminate viny

	71
	Lv long dou
	indeterminate viny

	72
	Ha cai dou NO.1
	indeterminate viny

	73
	Jin long
	indeterminate viny

	74
	Yi chuan feng
	indeterminate viny

	75
	Fan bai yan
	indeterminate viny

	76
	Zi hua you dou
	indeterminate viny

	77
	Yu dou
	indeterminate viny

	78
	Mar-78
	indeterminate viny

	79
	Mao yan
	indeterminate viny

	80
	Lian pu
	indeterminate viny

	81
	Renaya
	determinate brush

	82
	A18
	determinate brush

	83
	P18039
	determinate brush

	84
	P16071
	determinate brush

	85
	P16133
	indeterminate viny

	86
	P16152
	indeterminate viny

	87
	P16158
	indeterminate viny

	88
	P16157
	indeterminate viny

	89
	P16156
	determinate brush

	90
	P16079
	determinate brush

	91
	P18017
	indeterminate viny

	92
	P18009
	indeterminate viny

	93
	P18084
	indeterminate viny

	94
	P19011
	indeterminate viny

	95
	P19002
	indeterminate viny

	96
	P18051
	indeterminate viny

	97
	P19030
	indeterminate viny

	98
	P16009
	indeterminate viny

	99
	P19024
	determinate brush

	100
	P16024-8
	determinate brush

	101
	Hacaidou
	determinate brush

	102
	P18016
	determinate brush

	103
	A24-4
	determinate brush

	104
	P16038
	determinate brush

	105
	Hayousan
	indeterminate viny

	106
	P18041
	indeterminate viny

	107
	P16203-16
	indeterminate viny

	108
	P16030
	indeterminate viny

	109
	P18012
	determinate brush

	110
	P16314
	determinate brush

	111
	P19023
	indeterminate viny

	112
	P19006
	determinate brush

	113
	P16070
	determinate brush

	114
	P18045
	determinate brush

	115
	P18037
	determinate brush

	116
	P18002
	determinate brush

	117
	P16028
	indeterminate viny

	118
	P16333
	indeterminate viny

	119
	P18014
	indeterminate viny

	120
	P18069
	indeterminate viny



[bookmark: OLE_LINK1]



Additional file 2 Basic growth index of material
	Variety 
	Relative growth
	Variable coefficient
	Relative root-shoot ratio
	Variable coefficient
	Relative plant height
	Variable coefficient
	Relative leaf area
	Variable coefficient
	Relative net photosynthesis
	Variable coefficient

	Renaya
	0.18
	69.11%
	1.33
	14.32%
	0.55
	29.22%
	0.37
	45.93%
	0.59
	25.57%

	A18
	0.09
	83.55%
	0.73
	15.52%
	0.68
	18.78%
	0.37
	45.62%
	0.20
	66.41%

	P18039
	0.31
	53.21%
	1.34
	14.41%
	0.78
	12.59%
	0.56
	28.54%
	0.27
	57.02%

	P16071
	0.03
	94.72%
	0.70
	17.73%
	0.91
	4.81%
	0.61
	24.12%
	0.32
	50.99%

	P16133
	0.10
	81.97%
	0.80
	11.34%
	0.77
	13.11%
	0.44
	39.27%
	0.36
	46.54%

	P16152
	0.11
	79.40%
	0.77
	12.73%
	1.59
	22.74%
	0.58
	26.55%
	0.31
	52.43%

	P16158
	-0.23
	158.82%
	0.73
	15.35%
	0.68
	18.99%
	0.36
	46.88%
	0.26
	59.16%

	P16157
	0.26
	58.31%
	0.87
	7.13%
	0.76
	13.49%
	0.54
	29.47%
	0.32
	51.43%

	P16156
	0.21
	65.92%
	0.93
	3.81%
	0.96
	2.24%
	0.60
	24.93%
	0.35
	47.91%

	P16079
	0.44
	39.23%
	1.09
	4.39%
	0.55
	29.00%
	0.71
	16.74%
	0.44
	39.30%

	P18017
	-0.32
	192.80%
	1.30
	13.09%
	0.54
	29.71%
	0.46
	37.02%
	0.69
	18.55%

	P18009
	0.42
	41.08%
	1.24
	10.76%
	0.88
	6.58%
	0.54
	29.51%
	0.69
	18.31%

	P18084
	0.10
	81.18%
	0.96
	1.80%
	0.58
	26.38%
	0.43
	40.07%
	0.41
	42.21%

	P19011
	0.06
	89.12%
	1.13
	6.32%
	0.55
	29.31%
	0.41
	42.34%
	0.26
	58.81%

	P19002
	0.11
	79.75%
	0.92
	4.31%
	0.60
	25.00%
	0.90
	5.41%
	0.27
	57.32%

	P18051
	0.27
	57.75%
	1.75
	[bookmark: _Hlk68114551]27.19%
	0.46
	36.77%
	0.48
	35.59%
	0.86
	7.53%

	P19030
	-0.05
	110.66%
	0.85
	8.27%
	0.61
	23.90%
	0.26
	58.14%
	0.25
	60.57%

	P16009
	0.23
	62.78%
	0.97
	1.31%
	0.59
	25.94%
	0.45
	37.81%
	0.56
	27.80%

	P19024
	0.16
	71.95%
	1.23
	10.40%
	0.79
	11.51%
	0.39
	44.17%
	0.30
	54.16%

	P16024-8
	0.15
	74.46%
	1.34
	14.48%
	0.90
	5.31%
	0.42
	40.55%
	0.28
	56.10%

	Hacaidou
	-0.03
	106.25%
	0.88
	6.29%
	0.63
	22.43%
	0.35
	48.29%
	0.33
	50.10%

	P18016
	0.10
	82.55%
	1.19
	8.80%
	0.50
	33.10%
	0.41
	41.72%
	0.31
	53.24%

	A24-4
	0.13
	76.25%
	1.53
	21.04%
	0.63
	22.39%
	0.31
	52.22%
	0.41
	42.24%

	P16038
	0.19
	67.99%
	1.18
	8.19%
	0.81
	10.38%
	0.39
	44.02%
	0.44
	38.58%

	Hayousan
	0.44
	38.43%
	1.04
	1.93%
	0.78
	12.45%
	0.41
	41.75%
	0.47
	36.07%

	P18041
	-0.19
	148.06%
	0.97
	1.67%
	0.69
	18.37%
	0.37
	45.70%
	0.27
	57.69%

	P16203-16
	0.17
	70.97%
	1.00
	0.04%
	0.66
	20.70%
	0.42
	40.75%
	0.61
	24.17%

	P16030
	0.58
	26.29%
	1.04
	1.78%
	0.60
	24.86%
	0.43
	39.90%
	0.50
	33.53%

	P18012
	0.62
	23.52%
	1.15
	6.76%
	0.82
	10.12%
	0.70
	17.71%
	0.60
	25.04%

	P16314
	0.27
	57.79%
	1.00
	0.15%
	0.83
	9.40%
	0.67
	19.78%
	0.10
	81.51%

	P19023
	0.44
	38.46%
	1.05
	2.59%
	0.98
	1.06%
	0.64
	21.84%
	0.51
	32.22%

	P19006
	-0.68
	[bookmark: _Hlk68113074]522.22%
	0.98
	0.97%
	1.04
	1.75%
	0.29
	54.67%
	0.06
	[bookmark: _Hlk68115028]88.37%

	P16070
	-0.05
	110.67%
	0.99
	0.32%
	0.71
	17.09%
	0.28
	56.31%
	0.31
	52.23%

	P18045
	-1.87
	[bookmark: _Hlk68113360]-328.69%
	1.12
	5.68%
	0.83
	9.50%
	0.28
	56.44%
	0.45
	37.56%

	P18037
	-0.46
	273.47%
	0.67
	19.50%
	0.77
	13.30%
	0.52
	31.41%
	0.44
	38.89%

	P18002
	0.27
	57.23%
	0.77
	12.75%
	0.76
	13.72%
	0.44
	38.64%
	0.58
	26.84%

	P16028
	-0.67
	500.00%
	0.82
	9.77%
	0.85
	7.90%
	0.32
	50.97%
	0.10
	81.90%

	P16333
	-0.64
	461.02%
	0.74
	15.23%
	0.53
	30.78%
	0.54
	29.85%
	0.21
	64.98%

	P18014
	0.27
	56.90%
	1.04
	1.74%
	0.59
	25.96%
	0.67
	19.73%
	0.45
	38.15%

	P18069
	-0.07
	114.92%
	0.93
	3.54%
	0.92
	4.43%
	0.57
	27.33%
	0.36
	46.96%

	Maximum value
	0.62 
	522.22%
	1.75 
	27.19%
	1.59 
	36.77%
	0.90 
	58.14%
	0.86 
	88.37%

	Minimum value
	-1.87 
	-328.69%
	0.67 
	0.04%
	0.46 
	1.06%
	0.26 
	5.41%
	0.06 
	7.53%

	Mean value
	0.04 
	103.75%
	1.03 
	8.59%
	0.74 
	17.38%
	0.47 
	36.94%
	0.39 
	46.21%

	Standard deviation
	0.43 
	1.36 
	0.23 
	0.07 
	0.20 
	0.10 
	0.14 
	0.12 
	0.17 
	0.17 



Additional file 3 Weight of each indicator
	Index
	µ Relative growth
	µ Relative root-shoot ratio
	µ Relative plant height
	µ Relative leaf area
	µ Relative net photosynthesis

	Mean value
	0.69
	0.32
	0.25
	0.30
	0.41

	Standard deviation
	0.16
	0.22
	0.17
	0.20
	0.21

	CV/%
	0.23
	0.68
	0.71
	0.67
	0.52

	weight /W
	0.08
	0.24
	0.25
	0.24
	0.18




Additional file 4 Correlation between each indicator and D value 
	
	Relative growth
	Relative root-shoot ratio
	Relative plant height
	Relative leaf area
	Relative net photosynthesis
	D值

	Relative growth
	1
	
	
	
	
	

	Relative root-shoot ratio
	0.213
	1
	
	
	
	

	Relative plant height
	-0.062
	-0.275
	1
	
	
	

	Relative leaf area
	0.416**
	-0.087
	0.129
	1
	
	

	Relative net photosynthesis
	0.304
	0.480**
	-0.247
	0.117
	1
	

	D值
	0.527**
	0.578**
	0.252
	0.581**
	0.627**
	1


Note: * Significant，** Extremely significant 
[image: 未标题-1]
Additional file 5 KEGG pathway classification (The x-axis represents level-2 terms of the KEGG pathway and the y-axis represents the number of metabolites)


[image: G:\2022届毕业生\111学硕\李梦娣数据\转录组代谢组数据\盐胁迫代谢组数据\summary\2.MetaboliteIdentification\KEGG\kegg.level3  yzhopu.jpg]
Additional file 6 Identified metabolites classified into the top 20 KEGG pathways. The x-axis represents the top 20 KEGG pathways and the y-axis represents number of identified metabolites involved in this pathway.




[image: C:\Users\sunny\Desktop\小论文6.7：菜豆盐胁迫褪黑素转录组  代谢组\组学数据\Summary\5_sample_correlation\3_PCA_Analysis_Three.png]
Additional file 7 PCA analysis among samples (PCA score plots were derived from DEGs )


[image: C:\Users\sunny\Desktop\小论文6.7：菜豆盐胁迫褪黑素转录组  代谢组\组学数据\Summary\5_sample_correlation\correlation_cluster.png]
Additional file 8 Pearson correlation coefficients among samples (FPKM expression was used for correlation coefficients)


A                                               B
[image: C:\Users\sunny\Desktop\T028VSCK028_GO_enrichment_scatterplot.png][image: C:\Users\sunny\Desktop\T023VSCK023_GO_enrichment_scatterplot.png]
C
[image: C:\Users\sunny\Desktop\M028VST028_GO_enrichment_scatterplot.png]
Additional file 9 Selected gene ontology (GO) terms enriched among DEGs identified in common bean plant (A: Heihu-T vs Heihu-C, B: F4226-T vs F4226-C, C: F4226-MN vs F4226-T). 




 Additional file 10 Key gene expression levels of salt stress resistance in Common bean in KEGG pathway

[bookmark: _GoBack]Additional file 11 Expression levels of key genes resistant to salt stress in common bean in KEGG pathway
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023C	0.996000853	3.123056499	0.182410951	4.23142642	2.427238858	0.996000853	3.123056499	0.182410951	4.23142642	2.427238858	Phvul.005G010000	Phvul.005G046000	Phvul.009G210332	Phvul.009G244500	Phvul.011G055800	3.2522822322253	5.509843	0.490020666666667	10.2606693333333	5.41712833333333	023T	10.20923923	0.751319718	12.04340005	2.023764007	1.226732716	10.20923923	0.751319718	12.04340005	2.023764007	1.226732716	Phvul.005G010000	Phvul.005G046000	Phvul.009G210332	Phvul.009G244500	Phvul.011G055800	38.1371208702678	2.81419533333333	34.6220746666667	7.95300466666667	5.59515333333333	028C	1.375869057	2.341817694	0.305519375	2.320746669	0.771061341	1.375869057	2.341817694	0.305519375	2.320746669	0.771061341	Phvul.005G010000	Phvul.005G046000	Phvul.009G210332	Phvul.009G244500	Phvul.011G055800	1.77245535626347	9.60305833333334	0.616942	19.9291843333333	1.59196566666667	028T	3.004019685	0.354229932	15.33045129	0.890739952	3.979151012	3.004019685	0.354229932	15.33045129	0.890739952	3.979151012	Phvul.005G010000	Phvul.005G046000	Phvul.009G210332	Phvul.009G244500	Phvul.011G055800	7.73685942843953	2.22165433333333	46.763242	5.69899266666667	10.2275983333333	028MN	0.884803177	1.236029124	3.630275762	1.67489596	1.100361547	0.884803177	1.236029124	3.630275762	1.67489596	1.100361547	Phvul.005G010000	Phvul.005G046000	Phvul.009G210332	Phvul.009G244500	Phvul.011G055800	3.64025228347184	6.83978466666667	21.411358	12.6408346666667	3.373706	
FPKM
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