Supplementary Fig. S1. Motif composition models of 24 SPL proteins. Different motifs are color-coded according to the legend.
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[bookmark: _Hlk129555998]Supplementary Fig. S2. Expression balance for TaSPL6 gene triads from hexaploid wheat in different tissues was plotted in a triangular plot with the coordinates of each circle representing the normalized expression of A, B and D homoeologs. Triads are indicated by circles, with areas separated by blue lines indicating expression patterns that are balanced, dominant for one sub-genome homoeolog, or suppressed for one homoeolog, as previously described (Ramírez-González et al., 2018). Circle colours represent different tissues.
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[bookmark: _Hlk129556020]Supplementary Fig. S3. Bioinformatics analysis of TaSPL6B. A Hydrophilic and hydrophobic amino acid analysis of TaSPL6B. B Phosphorylation sites analysis of TaSPL6B. C Secondary structure prediction of TaSPL6B. Blue: Alpha helix; Orange: Random coil; Red: Extended strand; Green: beta turn. D Transmembrane domain analysis of TaSPL6B.
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Supplementary Fig. S4. TaSPL6 gene triad expression profile data for the entire Azhurnaya growth period.
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