Supplementary Table S1. The sample and the NCBI sequence information used in this study. 
	NCBI #
	Species
	Origin
	Reference
	Germplasm bank

	MH559327.1
	Capsicum annuum
	Mexico
	D'Agostino et al., 2018
	Centre for Genetic Resources germplasm bank, The Netherlands

	KR078313.1
	Capsicum annuum var. annuum
	Korea
	Raveendar et al. 2015
	National Agrobiodiversity Center, Korea

	MH559329.1
	Capsicum annuum
	Japan
	D'Agostino et al., 2018
	IPK Gatersleben germplasm bank, Germany

	MH559323.1
	Capsicum annuum
	Unknown
	D'Agostino et al., 2018
	IPK Gatersleben germplasm bank, Germany

	KJ619462.1
	Capsicum annuum var. glabriusculum
	Mexico
	Zeng et al., 2014
	Centro de Investigación y de Estudios Avanzados del I.P.N (Cinvestav)—Unidad Irapuato, Mexico

	KR078311.1
	Capsicum annuum var. glabriusculum
	France
	Raveendar et al., 2015
	National Agrobiodiversity Center, Korea

	NC_018552.1
	Capsicum annuum
	Unknown
	Jo et al., 2011
	Monsanto Korea

	NC_039693.1
	Capsicum baccatum var. baccatum
	Mexico
	D'Agostino et al., 2018
	Centre for Genetic Resources germplasm bank, The Netherlands

	KR078314.1
	Capsicum baccatum var. baccatum
	USA
	NCBI
	National Agrobiodiversity Center, Korea

	NC_039695.1
	Capsicum baccatum var. praetermissum
	Brazil
	D'Agostino et al., 2018
	Centre for Genetic Resources germplasm bank

	NC_033525.1
	Capsicum chacoense
	United Kingdom
	This study
	National Agrobiodiversity Center, Korea

	MZ379791.1
	Capsicum chinense
	Peru
	NCBI
	Unknown

	KX913217.1
	Capsicum chinense
	Mexico
	NCBI
	National Agrobiodiversity Center, Korea

	NC_030543.1
	Capsicum chinense
	Unknown
	Park et al., 2016
	Unknown

	MH559321.1
	Capsicum chinense
	Unknown
	D'Agostino et al., 2018
	Centre for Genetic Resources germplasm bank, The Netherlands

	NC_033527.1
	Capsicum eximium
	United Kingdom
	NCBI
	National Agrobiodiversity Center, Korea

	NC_028007.1
	Capsicum frutescens
	Hungary
	NCBI
	National Agrobiodiversity Center, Korea

	MH559326.1
	Capsicum frutescens
	Guatemala
	D'Agostino et al., 2018
	Centre for Genetic Resources germplasm bank, The Netherlands

	NC_033524.1
	Capsicum galapagoense
	USA
	This study
	National Agrobiodiversity Center, Korea

	NC_026551.1
	Capsicum lycianthoides
	Unknown
	NCBI
	Unknown

	NC_039694.1
	Capsicum pubescens
	Peru
	NCBI
	Centre for Genetic Resources germplasm bank, The Netherlands

	KX913219
	Capsicum tovarii
	Bolibia
	This study
	National Agrobiodiversity Center, Korea



Supplementary Table S2. The relative synonymous codon usage in the C. chacoense, C. tovarii and C. galapagoense cp genomes.
	AminoAcid
	Codon
	NC_033525
	NC_033526
	NC_033524

	
	
	Count
	RSCU
	Count
	RSCU
	Count
	RSCU

	Phe
	UUU
	2252
	1.19
	2229
	1.22
	2309
	1.19

	
	UUC
	1530
	0.81
	1431
	0.78
	1587
	0.81

	Leu
	UUA
	1045
	1.22
	1149
	1.29
	980
	1.22

	
	UUG
	1106
	1.29
	1099
	1.23
	1148
	1.42

	
	CUU
	1076
	1.26
	1106
	1.24
	978
	1.21

	
	CUC
	678
	0.79
	682
	0.76
	650
	0.81

	
	CUA
	765
	0.89
	821
	0.92
	629
	0.78

	
	CUG
	459
	0.54
	505
	0.57
	453
	0.56

	Ile
	AUU
	1763
	1.26
	1793
	1.26
	1872
	1.26

	
	AUC
	1055
	0.75
	1076
	0.75
	1206
	0.81

	
	AUA
	1393
	0.99
	1407
	0.99
	1381
	0.93

	Met
	AUG
	851
	1
	815
	1
	827
	1

	Val
	GUU
	808
	1.36
	786
	1.36
	756
	1.39

	
	GUC
	429
	0.72
	428
	0.74
	443
	0.82

	
	GUA
	734
	1.23
	674
	1.17
	612
	1.13

	
	GUG
	413
	0.69
	425
	0.73
	360
	0.66

	Ser
	UCU
	1230
	1.5
	1238
	1.52
	1221
	1.45

	
	UCC
	909
	1.11
	866
	1.06
	943
	1.12

	
	UCA
	1017
	1.24
	1023
	1.25
	848
	1.01

	
	UCG
	596
	0.73
	624
	0.77
	664
	0.79

	Pro
	CCU
	682
	1.11
	680
	1.08
	635
	1.05

	
	CCC
	612
	0.99
	635
	1.01
	625
	1.04

	
	CCA
	762
	1.24
	790
	1.25
	778
	1.29

	
	CCG
	410
	0.67
	415
	0.66
	371
	0.62

	Thr
	ACU
	646
	1.12
	633
	1.12
	705
	1.18

	
	ACC
	638
	1.1
	569
	1
	640
	1.07

	
	ACA
	640
	1.11
	711
	1.26
	636
	1.06

	
	ACG
	389
	0.67
	352
	0.62
	418
	0.7

	Ala
	GCU
	459
	1.23
	497
	1.3
	488
	1.32

	
	GCC
	370
	0.99
	378
	0.99
	372
	1.01

	
	GCA
	426
	1.14
	421
	1.1
	382
	1.03

	
	GCG
	241
	0.64
	233
	0.61
	235
	0.64

	Tyr
	UAU
	1390
	1.34
	1347
	1.37
	1348
	1.3

	
	UAC
	677
	0.66
	625
	0.63
	728
	0.7

	TER
	UAA
	1224
	1.18
	1223
	1.15
	1242
	1.21

	
	UAG
	835
	0.8
	845
	0.79
	798
	0.78

	His
	CAU
	958
	1.43
	913
	1.4
	918
	1.4

	
	CAC
	380
	0.57
	389
	0.6
	390
	0.6

	Gln
	CAA
	1069
	1.41
	1039
	1.36
	1056
	1.42

	
	CAG
	443
	0.59
	486
	0.64
	436
	0.58

	Asn
	AAU
	1793
	1.4
	1745
	1.4
	1824
	1.39

	
	AAC
	775
	0.6
	750
	0.6
	802
	0.61

	Lys
	AAA
	2088
	1.34
	2075
	1.34
	2077
	1.33

	
	AAG
	1034
	0.66
	1024
	0.66
	1043
	0.67

	Asp
	GAU
	1078
	1.43
	1064
	1.42
	1038
	1.43

	
	GAC
	431
	0.57
	431
	0.58
	409
	0.57

	Glu
	GAA
	1396
	1.39
	1435
	1.43
	1356
	1.4

	
	GAG
	617
	0.61
	576
	0.57
	587
	0.6

	Cys
	UGU
	654
	1.17
	688
	1.19
	683
	1.13

	
	UGC
	460
	0.83
	471
	0.81
	522
	0.87

	TER
	UGA
	1056
	1.02
	1123
	1.06
	1029
	1.01

	Trp
	UGG
	683
	1
	658
	1
	694
	1

	Arg
	CGU
	432
	0.76
	419
	0.74
	396
	0.7

	
	CGC
	242
	0.42
	239
	0.42
	252
	0.44

	
	CGA
	584
	1.03
	637
	1.12
	576
	1.01

	
	CGG
	376
	0.66
	410
	0.72
	347
	0.61

	Ser
	AGU
	685
	0.83
	672
	0.82
	787
	0.93

	
	AGC
	489
	0.6
	468
	0.57
	598
	0.71

	Arg
	AGA
	1136
	1.99
	1111
	1.95
	1169
	2.05

	
	AGG
	648
	1.14
	604
	1.06
	677
	1.19

	Gly
	GGU
	595
	1.03
	565
	0.98
	590
	0.99

	
	GGC
	378
	0.65
	347
	0.6
	419
	0.7

	
	GGA
	777
	1.34
	812
	1.4
	812
	1.36

	
	GGG
	564
	0.97
	590
	1.02
	564
	0.95





