Table S7. The gene names corresponding to each gene ID of carbon metabolism pathways under salt stress. 
	Pathways
	Enzyme
	Gene ID
	Gene Name
	EC
	KO

	Glycolysis
	FBA
	TRINITY_DN2634_c0_g1
	FBA
	EC:4.1.2.13
	K01623

	
	
	TRINITY_DN41556_c0_g1
	ALDP
	EC:4.1.2.13
	K01623

	
	
	TRINITY_DN980_c0_g1
	FBA
	EC:4.1.2.13
	K01623

	
	GAPDH
	TRINITY_DN18555_c0_g1
	GAPA1
	EC:1.2.1.13
	K05298

	
	
	TRINITY_DN609_c0_g1
	GAPB
	EC:1.2.1.13
	K05298

	
	
	TRINITY_DN66_c0_g1
	GAPA
	EC:1.2.1.13
	K05298

	
	PGK
	TRINITY_DN2162_c0_g2
	PGK
	EC:2.7.2.3
	K00927

	
	PDH
	TRINITY_DN1872_c0_g1
	LPD
	EC:1.8.1.4
	K00382

	Calvin cycle
	RPE
	TRINITY_DN2555_c0_g1
	RPE
	EC:5.1.3.1
	K01783

	
	PRK
	TRINITY_DN3867_c0_g1
	PRK
	EC:2.7.1.19
	K00855

	
	RBC
	TRINITY_DN2522_c0_g2
	rbcL
	EC:4.1.1.39
	K01601

	
	
	TRINITY_DN2022_c1_g1
	rbcS-3C
	EC:4.1.1.39
	K01602

	
	
	TRINITY_DN30335_c0_g2
	rbcS
	EC:4.1.1.39
	K01602

	
	
	TRINITY_DN44795_c0_g1
	rbcS-1
	EC:4.1.1.39
	K01602

	
	
	TRINITY_DN53050_c0_g1
	rbcS
	EC:4.1.1.39
	K01602

	
	TPI
	TRINITY_DN2384_c0_g1
	TIM
	EC:5.3.1.1
	K01803

	
	
	TRINITY_DN32528_c0_g1
	TIM
	EC:5.3.1.1
	K01803

	
	
	TRINITY_DN7135_c0_g1
	TIM
	EC:5.3.1.1
	K01803

	
	TKT
	TRINITY_DN1016_c1_g1
	TKL-2
	EC:2.2.1.1
	K00615

	
	SBPase
	TRINITY_DN14313_c0_g1
	At3g55800
	EC:3.1.3.37
	K01100

	Photorespiration
	PGP
	TRINITY_DN877_c0_g1
	PGLP1A
	EC:3.1.3.18 3.1.3.48
	K19269

	
	HAO
	TRINITY_DN1739_c0_g1
	HAO
	EC:1.1.3.15
	K11517

	
	AGXT
	TRINITY_DN16646_c0_g1
	AGT1
	EC:2.6.1.44 2.6.1.45 2.6.1.51
	K00830

	
	
	TRINITY_DN426_c0_g1
	GGAT2
	EC:2.6.1.4 2.6.1.2 2.6.1.44
	K14272

	
	glyA
	TRINITY_DN38281_c0_g1
	glyA
	EC:2.1.2.1
	K00600

	
	
	TRINITY_DN49918_c0_g1
	glyA
	EC:2.1.2.1
	K00600

	
	
	TRINITY_DN1341_c1_g1
	glyA
	EC:2.1.2.1
	K00600

	
	GDH
	TRINITY_DN6201_c1_g1
	HPR
	-
	K15893

	TCA cycle
	DLD
	TRINITY_DN1872_c0_g1
	LPD
	EC:1.8.1.4
	K00382

	
	MDH
	TRINITY_DN12920_c0_g1
	Os12g0632700
	EC:1.1.1.37
	K00026

	
	
	TRINITY_DN94427_c0_g1
	MDH
	EC:1.1.1.37
	K00026

	
	
	TRINITY_DN4739_c0_g2
	MDH
	EC:1.1.1.37
	K00026



