Supplementary Table 1. List of genotypes included in the present study (Source - BVB, IIMR, Hyderabad)
	Genotype Code
	Sample code
	Genotype Name
	Type
	Pedigree Information
	Source of parental lines

	G1
	Sample 1 _ 20
	403B
	B Line
	(NSSB 1003 X NSSB 26)-3-1
	Sweet sorghum hybrid parents from IIMR*, Hyderabad, India

	G2
	Sample 10 _ 20
	415B
	B Line
	(NSSB 1003 x ICSB 342)-1-3-1
	Sweet sorghum hybrid parent from IIMR x Disease-resistant (medium-maturity) line from ICRISAT

	G3
	Sample 11 _ 20
	349B
	B Line
	(ICSB 342 x ICSB 467)-3-1-3
	Parental lines from ICRISAT [Disease-resistant (medium-maturity) x Insect pest-resistant (medium-maturity)]

	G4
	Sample 13 _ 19
	321B
	B Line
	(NSSB 1002 X 296B)-7-1
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G5
	Sample 14 _ 20
	445B
	B Line
	44121B x NSS 20B-5
	Sorghum parent line from ICRISAT x Sweet sorghum hybrid parent from IIMR, Hyderabad, India

	G6
	Sample 122 _ 20
	370B (whIte)
	B Line
	(90001B x NSSB 1005)-4-1-2
	Sorghum parent line (High yielding) from ICRISAT x Sweet sorghum hybrid parent from IIMR, Hyderabad, India

	G7
	Sample 17 _ 20
	353B
	B Line
	(ICSB 342 x ICSB 467)-10-1-1
	Parental lines from ICRISAT [Disease-resistant (medium-maturity) x Insect pest-resistant (medium-maturity)]

	G8
	Sample 18 _ 20
	336B
	B Line
	(NSSB 1002 x NSSB 1005)-3-5-3
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G9
	Sample 19 _ 20
	301B
	B Line
	(NSSB 2 X 2219B)-3-1
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G10
	Sample 20 _ 19
	412B
	B Line
	(NSSB 1002 x NSSB 1005)-3-5-3
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G11
	Sample 21 _ 19
	354B
	B Line
	(ICSB 342 x ICSB 687)-1-3-2
	Parental lines from ICRISAT** [Disease-resistant (medium-maturity) x Stay-green (medium-maturity)]

	G12
	Sample 2 _ 20
	ICS 56B
	B Line
	(Serere elite x IS 9530)-2
	High yielding grain sorghum hybrid parent from ICRISAT

	G13
	Sample 23 _ 20
	429B
	B Line
	(ICSB 342 x ICSB 687)-1-3-2
	Parental lines Bred at ICRISAT [Disease-resistant (medium-maturity) x Stay-green (medium-maturity)]

	G14
	Sample 24 _ 20
	NSS11B
	B Line
	Pedigree not available
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G15
	Sample 26 _ 20
	402B
	B Line
	(NSSB 1003 X NSSB 26)-2-2
	Sweet sorghum hybrid parents bred at IIMR

	G16
	Sample 123 _ 20
	428B
	B Line
	(ICSB 342 x ICSB 467)-10-2-2
	Parental lines from ICRISAT [Disease-resistant (medium-maturity) x Insect pest-resistant (medium-maturity)]

	G17
	Sample 119 _ 20
	CSV33MF
	Variety
	EMS mutant of CO FS 29
	CoFS 29 Derived from TNS 30 x Sorghum sudanense

	G18
	Sample 29 _ 20
	384B
	B Line
	(NSSB 5 X 2219B)-5-1
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G19
	Sample 30 _ 20
	308B
	B Line
	(NSSB 5 X 2219B)-4-2
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G20
	Sample 31 _ 20
	370B(Black)
	B Line
	(90001B x NSSB 1005)-4-1-2
	High yielding parent line from ICRISAT x Sweet sorghum hybrid parent from IIMR

	G21
	Sample 32 _ 20
	323B
	B Line
	(NSSB 1002 X 296B)-12-1
	Sweet sorghum hybrid parents bred at IIMR

	G22
	Sample 33 _ 20
	NSS23B
	B Line
	Pedigree not available
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G23
	Sample 3 _ 20
	334B
	B Line
	(27B X NSSB 1002)-2-3
	Sweet sorghum hybrid parents bred at IIMR

	G24
	Sample 34 _ 20
	413B
	B Line
	(NSSB 1002 x NSSB 1005)-5-1-2
	Sweet sorghum hybrid parents bred at IIMR

	G25
	Sample 35 _ 20
	337B
	B Line
	(NSSB 1002 x NSSB 1005)-5-1-2
	Sweet sorghum hybrid parents bred at IIMR

	G26
	Sample 36 _ 20
	345B
	B Line
	(ICSB 338 x ICSB 342)-6-1-1
	Parental lines from ICRISAT [Disease-resistant (medium-maturity) x Disease-resistant (medium-maturity)]

	G27
	Sample 37 _ 20
	359B
	B Line
	(ICSB 687 x ICSB 702)-4-3-3
	Parental lines from ICRISAT [Insect -resistant (medium-maturity) x Non-milo A2 cytoplasm (medium-maturity)]

	G28
	Sample 38 _ 20
	367B
	B Line
	(ICSB 702 x ICSB 697)-5-3-1
	Parental lines from ICRISAT [Non-milo A2 cytoplasm (medium-maturity) x Non-milo A2 cytoplasm (medium-maturity)]

	G29
	Sample 39 _ 19
	2077B
	B Line
	IS 2046 selection
	IS 2046 is a breeding stock from Texas, USA

	G30
	Sample 40 _ 19
	388B
	B Line
	(NSSB 6 X (CSV 17 X PKV 809))-8-2
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G31
	Sample 41 _ 20
	NSS10B
	B Line
	Pedigree not available
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G32
	Sample 42 _ 20
	322B
	B Line
	(NSSB 1002 X 296B)-8-1
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G33
	Sample 43 _ 20
	311B
	B Line
	(NSSB 6 X (CSV 17 X PKV 809))-4-2
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G34
	Sample 4 _ 20
	389B
	B Line
	(NSSB 6 X (CSV 17 X PKV 809))-10-2
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G35
	Sample 45 _ 19
	NSS1B
	B Line
	Pedigree not available
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G36
	Sample 46 _ 20
	302B
	B Line
	(NSSB 2 X 2219B)-3-2
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G37
	Sample 47 _ 20
	338B
	B Line
	(NSSB 1003 x ICSB 342)-1-3-1
	Sweet sorghum hybrid parent  from IIMR x Disease-resistant (medium-maturity) line from ICRISAT

	G38
	Sample 48 _ 20
	363B
	B Line
	(ICSB 687 x ICSB 702)-9-1-3
	Parental lines  from ICRISAT [Insect -resistant (medium-maturity) x Non-milo A2 cytoplasm (medium-maturity)]

	G39
	Sample 49 _ 20
	385B
	B Line
	(NSSB 5 X 2219B)-8-2
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G40
	Sample 50 _ 20
	346B
	B Line
	(ICSB 338 x ICSB 342)-7-3-1
	Parental lines from ICRISAT [Disease-resistant (medium-maturity) x Disease-resistant (medium-maturity)]

	G41
	Sample 55 _ 20
	NSS1008B
	B Line
	Pedigree not available
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G42
	Sample 57 _ 20
	365B
	B Line
	(ICSB 686 x NSSB 1)-1-1-1
	 Stay-green (medium-maturity) line from ICRISAT x Sweet sorghum hybrid parent from IIMR

	G43
	Sample 58 _ 20
	407B
	B Line
	(27B X NSSB 20)-1-3
	Grain sorghum x Sweet sorghum hybrid parents from IIMR

	G44
	Sample 59 _ 20
	309B
	B Line
	(NSSB 5 X 2219B)-5-1
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G45
	Sample 5 _ 20
	373B
	B Line
	(ICSB 702 x (27BxSSV 84))-10-3-1
	Non-milo A2 cytoplasm (medium maturity) line from ICRISAT x sweet sorghum hybrid parent from IIMR

	G46
	Sample 60 _ 20
	CSV30F
	Variety
	NSS 223 x NARI 111
	Single cut forage variety from MPKV, Rahuri, India

	G47
	Sample 61 _ 20
	NSS5B
	B Line
	Pedigree not available
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G48
	Sample 62 _ 20
	358B
	B Line
	(ICSB 687 x ICSB 702)-4-2-1
	Parental lines from ICRISAT [Insect -resistant (medium-maturity) x Non-milo A2 cytoplasm (medium-maturity)]

	G49
	Sample 63 _ 20
	339B
	B Line
	(NSSB 1003 x ICSB 342)-3-2-3
	Sweet sorghum hybrid parent from IIMR x Disease-resistant (medium-maturity) line from ICRISAT

	G50
	Sample 64 _ 20
	360B
	B Line
	(ICSB 687 x ICSB 702)-6-1-1
	Parental lines from ICRISAT [Insect -resistant (medium-maturity) x Non-milo A2 cytoplasm (medium-maturity)]

	G51
	Sample 65 _ 19
	436B
	B Line
	(ICSB 687 x ICSB 702)-4-3-3
	Parental lines from ICRISAT [Insect -resistant (medium-maturity) x Non-milo A2 cytoplasm (medium-maturity)]

	G52
	Sample 67 _ 20
	419B
	B Line
	(ICSB 338 x ICSB 342)-2-3-2
	Parental lines from ICRISAT [Disease-resistant (medium-maturity) x Disease-resistant (medium-maturity)]

	G53
	Sample 68 _ 19
	375B
	B Line
	44121B x NSS 20B-5
	Sorghum parent line from ICRISAT x Sweet sorghum hybrid parent from IIMR, Hyderabad, India

	G54
	Sample 69 _ 19
	410B
	B Line
	(NSSB 1002 x NSSB 1005)-1-1-3
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G55
	Sample 71 _ 20
	296B
	B Line
	Karad Local x IS 3922
	Grain sorghum hybrid parent from Hyderabad, India

	G56
	Sample 118 _ 20
	CSV27
	Variety
	(GJ 38 x Indore 12) - 2 - 1 - 2 - 1 GJ 38 = GJ 35 x E 35 - 1
	Dual purpose sorghum variety from IIMR, Hyderabad, India

	G57
	Sample 74 _ 19
	408B
	B Line
	(27B X NSSB 1002)-2-3
	Grain sorghum x Sweet sorghum hybrid parents from IIMR

	G58
	Sample 75 _ 20
	NSS1003B
	B Line
	Pedigree not available
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G59
	Sample 77 _ 19
	329B
	B Line
	(NSSB 1003 X NSSB 26)-3-2
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G60
	Sample 78 _ 19
	NSS7B
	B Line
	Pedigree not available
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G61
	Sample 79 _ 20
	435B
	B Line
	(ICSB 687 x ICSB 702)-4-2-1
	Parental lines  from ICRISAT [Insect -resistant (medium-maturity) x Non-milo A2 cytoplasm (medium-maturity)]

	G62
	Sample 80 _ 20
	ICS27B
	B Line
	Pedigree not available
	Sorghum parent line (High yielding) from ICRISAT

	G63
	Sample 81 _ 20
	442B
	B Line
	(90001B x NSSB 1005)-6-3-1
	Sorghum parent line (High yielding) from ICRISAT x Sweet sorghum hybrid parent  from IIMR, Hyderabad, India

	G64
	Sample 96 _ 20
	2219B
	B Line
	kafir shallu seletion
	Grain sorghum hybrid parent from Hyderabad, India

	G65
	Sample 97 _ 20
	325B
	B Line
	(NSSB 1002 X NSSB 23)-10-1
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G66
	Sample 98 _ 20
	313B
	B Line
	(NSSB 6 X (CSV 17 X PKV 809))-10-2
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G67
	Sample 7 _ 19
	PC615
	Restorer
	 Pusa chari 40 × Pusa Chari 67
	Multi-cut forage variety from New Delhi, India

	G68
	Sample 113 _ 20
	444B
	B Line
	44121B x NSS 13B-3
	Sorghum parent line from ICRISAT x Sweet sorghum hybrid parent  from IIMR, Hyderabad, India

	G69
	Sample 101 _ 20
	352B
	B Line
	(ICSB 342 x ICSB 467)-9-1-2
	Parental lines  from ICRISAT [Disease-resistant (medium-maturity) x Insect pest-resistant (medium-maturity)]

	G70
	Sample 102 _ 20
	335B
	B Line
	(NSSB 13 x ICSB 699)-1-1-1
	Sweet sorghum hybrid parent  from IIMR x Non-milo A2 cytoplasm (medium-maturity) line from ICRISAT

	G71
	Sample 120 _ 20
	NSS1002B
	B Line
	Pedigree not available
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G72
	Sample 106 _ 20
	351B
	B Line
	(ICSB 342 x ICSB 467)-8-2-1
	Parental lines  from ICRISAT [Disease-resistant (medium-maturity) x Insect pest-resistant (medium-maturity)]

	G73
	Sample 115 _ 20
	CSV-20
	Variety
	SPV 946 x Kh 89 -246
	Dual purpose sorghum variety from IIMR, Hyderabad, India

	G74
	Sample 110 _ 20
	377B
	B Line
	94001B x 41735-1
	Parental lines from ICRISAT, Hyderabad, India

	G75
	Sample 8 _ 20
	342B
	B Line
	(ICSB 4 x NSSB 13)-4-1-2
	Sorghum parent line (High yielding) from ICRISAT x Sweet sorghum hybrid parent  from IIMR, Hyderabad, India

	G76
	Sample 9 _ 20
	330B
	B Line
	(NSSB 1003 X NSSB 26)-9-1
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G77
	sample12 _ 19
	MP CHARI
	Restorer
	K- 49 x J-57
	Forage variety from Madhya Pradesh, India

	G78
	sample15 _ 19
	369B
	B Line
	(90001B x NSSB 1005)-3-1-1
	Sorghum parent line (High yielding) from ICRISAT x Sweet sorghum hybrid parent  from IIMR, Hyderabad, India

	G79
	sample16 _ 19
	355B
	B Line
	(ICSB 683 x NSSB 8)-2-2-3
	Sorghum parent line Stay-green (medium-maturity) from ICRISAT x Sweet sorghum hybrid parent  from IIMR, Hyderabad, India

	G80
	sample22 _ 19
	382B
	B Line
	(NSSB 2 X 2219B)-3-2
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G81
	sample25 _ 19
	RS29
	Restorer
	Pedigree not available
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G82
	sample27 _ 19
	467B
	B Line
	[((ICSB 11 × ICSV 700) × PS 19349B) × ICSB 13]4-1
	Insect pest-resistant (medium-maturity) sorghum B-lines from ICRISAT

	G83
	sample28 _ 19
	Red B
	B Line
	Pedigree not available
	Commercial forage sorghum hybrid parent

	G84
	sample44 _ 19
	327B
	B Line
	(NSSB 1003 X NSSB 26)-2-2
	Sweet sorghum hybrid parents from IIMR, Hyderabad, India

	G85
	sample51 _ 19
	CSV33MF
	Variety/ Restorer
	Derived from COFS29
	Multi-cut forage variety from TNAU, Coimbatore, India

	G86
	sample52 _ 19
	CSV32F
	Variety/ Restorer
	HC 260 x B 35
	Single-cut forage sorghum variety from IIMR, Hyderabad, India

	G87
	sample53 _ 19
	CSV21F
	Variety/ Restorer
	GSSV 148 x SR 897
	Single cut type forage sorghum from Surat, Gujarat, India

	G88
	sample54 _ 19
	UPMC503
	Restorer
	Selection from IS 5977
	Multi-cut forage variety from Pantnagar, Uttarakhand, India

	G89
	sample56 _ 19
	348B
	B Line
	(ICSB 342 x ICSB 467)-2-3-3
	Parental lines  from ICRISAT [Disease-resistant (medium-maturity) x Insect pest-resistant (medium-maturity)]

	G90
	sample66 _ 19
	424B
	B Line
	(ICSB 342 x ICSB 467)-2-3-3
	Parental lines  from ICRISAT [Disease-resistant (medium-maturity) x Insect pest-resistant (medium-maturity)]

	G91
	sample70 _ 19
	314B
	B Line
	(NSSB 15 X 296B)-2-1
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G92
	sample72 _ 19
	PCD-8-1-2
	Restorer
	Pedigree not available
	Forage sorghum line from IIMR, Hyderabad, India

	G93
	sample73 _ 19
	307B
	B Line
	(NSSB 5 X 2219B)-4-1
	Sweet sorghum x Grain sorghum hybrid parents from IIMR

	G94
	sample76 _ 19
	409B
	B Line
	(27B X NSSB 1002)-8-2
	Grain sorghum x Sweet sorghum hybrid parents from IIMR

	G95
	sample 6 _ 19
	SSG-59-3
	Variety/ Restorer
	Non sweet sudan grass × JS-263
	Multi-cut forage variety from Haryana, India




Supplementary Table 2 BLUP estimated mean performances of 95 sorghum genotypes for 14 adaptive traits over the five environments
	GEN
	FDF
	PH
	NLP
	LFL
	LFW
	LAI
	SGT
	LSR
	NNP
	IL
	PL
	DMC
	DFYP
	GFYP

	G1
	66.2
	120
	9.31
	58.3
	5.64
	2.69
	13.4
	0.251
	4.59
	6.92
	20.5
	29.7
	44.5
	151

	G2
	71.9
	118
	8.77
	63.9
	7.80
	3.56
	14.6
	0.211
	3.94
	13.5
	21.9
	30.3
	63.7
	209

	G3
	69.4
	133
	9.80
	67.5
	7.84
	4.40
	21.8
	0.2
	4.68
	7.90
	28.3
	30.4
	95
	309

	G4
	77.3
	124
	10
	60
	6.70
	3.44
	19.9
	0.196
	3.81
	8.68
	26
	28.6
	83.6
	300

	G5
	74.6
	116
	8.70
	63
	6.79
	3.10
	18.7
	0.28
	4.05
	7.50
	26.4
	30.3
	49.5
	163

	G6
	75.2
	124
	9.75
	59.5
	7.56
	3.69
	16.9
	0.254
	4.85
	7.84
	25
	26.2
	50.7
	198

	G7
	75.7
	129
	10.7
	59.8
	6.62
	3.59
	16.5
	0.268
	4.36
	9.29
	26.4
	24.6
	58.7
	248

	G8
	72.4
	139
	10.2
	69.8
	7.70
	4.64
	17.3
	0.198
	4.76
	9.90
	24
	26.9
	74.4
	284

	G9
	71
	163
	10.4
	65.5
	7.11
	4.10
	17.4
	0.243
	5.28
	16.3
	22.2
	28
	63.5
	230

	G10
	72.4
	126
	9.77
	55.3
	7.28
	3.36
	16.9
	0.175
	4.59
	10
	23.8
	28.6
	98.2
	332

	G11
	73.2
	124
	10.6
	56.1
	6.24
	3.17
	17.8
	0.273
	4.55
	7.05
	24
	27.8
	54.9
	199

	G12
	66.3
	115
	9.15
	56.8
	7.40
	3.19
	18.1
	0.226
	3.95
	7.11
	26
	28.6
	41.5
	146

	G13
	75.9
	123
	10
	58.5
	6.66
	3.24
	16.8
	0.224
	4.93
	7.64
	21.5
	30.6
	67.2
	218

	G14
	74.4
	143
	10.2
	68.6
	7.87
	4.60
	19.2
	0.202
	4.78
	11.2
	30.7
	30.1
	94.5
	314

	G15
	70
	157
	10.7
	66.8
	7.97
	4.90
	19
	0.15
	5.85
	11.2
	25
	31.2
	98.6
	311

	G16
	77.5
	136
	10.1
	63.9
	7.68
	4.16
	17.8
	0.186
	5.33
	8.27
	26.8
	31.6
	99.8
	310

	G17
	58.2
	241
	8.49
	76.2
	4.25
	2.24
	9.60
	0.245
	5.26
	30.4
	38.2
	29.8
	35.2
	119

	G18
	65.2
	164
	8.55
	66.3
	7.02
	3.29
	16.2
	0.248
	5.73
	12.8
	21.7
	31.3
	85.2
	267

	G19
	68.1
	136
	8.34
	63.5
	6.60
	2.90
	20.6
	0.171
	5.23
	10.6
	27.6
	29.6
	63.2
	215

	G20
	73.2
	136
	7.75
	59.7
	5.71
	2.19
	14.1
	0.161
	4.70
	13.6
	27.1
	30.4
	54.3
	176

	G21
	80.2
	130
	11.4
	62.6
	8.28
	5.01
	19.4
	0.233
	3.90
	11.3
	24.4
	28.5
	63.8
	226

	G22
	70.9
	158
	9.31
	63.9
	7.76
	3.82
	20.8
	0.14
	5.41
	10.1
	28.7
	30.9
	98.6
	315

	G23
	67.8
	128
	10.3
	66.2
	7.13
	4.05
	21.8
	0.213
	5.45
	8.24
	21.7
	25.1
	69.3
	282

	G24
	74.8
	118
	9.96
	57.9
	7.56
	3.67
	16.3
	0.247
	4.50
	10.1
	27.7
	29.3
	67.2
	228




Supplementary Table 2 Continued….
	GEN
	FDF
	PH
	NLP
	LFL
	LFW
	LAI
	SGT
	LSR
	NNP
	IL
	PL
	DMC
	DFYP
	GFYP

	G25
	76.3
	134
	10.1
	63.3
	7.07
	3.76
	14.8
	0.222
	4.54
	11.4
	25.2
	28.3
	71.5
	256

	G26
	82.4
	107
	9.47
	70.8
	6.94
	3.88
	23
	0.285
	3.62
	9.06
	29
	26.8
	55.5
	208

	G27
	75.1
	109
	9.13
	58.6
	6.21
	2.81
	12.4
	0.227
	4.05
	8.14
	24.9
	27.3
	35.1
	126

	G28
	74.4
	127
	10.4
	62.7
	6.76
	3.72
	18.5
	0.218
	5.14
	9.50
	26.3
	28.2
	75
	266

	G29
	72.2
	103
	10.1
	57.3
	5.98
	2.96
	18.6
	0.205
	3.66
	8.14
	20.9
	29.6
	46.8
	158

	G30
	73.8
	154
	10.4
	61.4
	7.65
	4.10
	15.8
	0.16
	5.23
	15.9
	25.8
	30.4
	101
	331

	G31
	73.3
	146
	9.30
	69
	7.45
	4.00
	15.3
	0.252
	4.47
	10.5
	32.3
	26.3
	61.1
	233

	G32
	69.9
	166
	9.69
	74.7
	8.06
	4.88
	16.2
	0.196
	6.55
	14.1
	26
	29.5
	99.7
	338

	G33
	72.8
	168
	10.3
	64.2
	7.24
	4.08
	13.9
	0.193
	6.53
	16.7
	26
	27.4
	88.9
	323

	G34
	70.5
	174
	10.5
	65.3
	7.23
	4.20
	17.8
	0.16
	7.01
	17.7
	22.7
	29.3
	89.3
	303

	G35
	74.3
	163
	9.32
	63.2
	6.88
	3.35
	20
	0.138
	5.51
	18.6
	22
	25.1
	106
	433

	G36
	73
	154
	9.51
	72.7
	6.94
	4.03
	18.8
	0.2
	6.32
	18.9
	27.3
	26.7
	104
	397

	G37
	78.4
	143
	9.70
	59.8
	7.64
	3.70
	16.5
	0.217
	4.02
	14
	24.5
	26.6
	60.4
	228

	G38
	68.9
	175
	9.66
	63.7
	6.95
	3.66
	15.7
	0.181
	5.90
	18.4
	26.2
	29.8
	113
	375

	G39
	66.9
	153
	10.9
	55.2
	6.83
	3.53
	19.5
	0.179
	5.82
	14.3
	26.1
	31.1
	81.7
	260

	G40
	74.6
	137
	9.21
	59.4
	7.93
	3.62
	16.8
	0.142
	4.50
	14.2
	25.5
	29
	78.2
	269

	G41
	69.8
	133
	9.99
	57.5
	7.31
	3.56
	14.5
	0.174
	4.95
	11
	23
	31.1
	89.6
	284

	G42
	69.1
	130
	9.25
	50.4
	6.43
	2.51
	13.2
	0.16
	4.84
	12.3
	19.2
	31.1
	60.4
	192

	G43
	70.7
	144
	9.88
	64.2
	7.22
	3.87
	14.8
	0.199
	5.33
	12.5
	24
	27.5
	76.3
	279

	G44
	57.9
	202
	8.99
	62.2
	6.16
	2.86
	16.9
	0.108
	7.32
	21.9
	27.5
	31.8
	98.4
	306

	G45
	64.7
	184
	8.73
	65.6
	6.54
	3.16
	13.8
	0.124
	5.94
	23
	30
	31.5
	74.1
	234

	G46
	86.1
	164
	10.5
	64.3
	6.52
	3.72
	14.3
	0.235
	5.77
	15.7
	16.7
	29.3
	66.9
	229

	G47
	74.7
	171
	9.44
	68.7
	6.50
	3.52
	15.8
	0.207
	5.19
	15.3
	27
	21.3
	72
	355

	G48
	72.3
	156
	9.13
	66.8
	7.03
	3.59
	17
	0.191
	4.54
	10.5
	25.8
	28.5
	58.7
	207

	G49
	73.2
	133
	9.80
	64
	7.02
	3.71
	17.5
	0.186
	4.67
	10.8
	24.3
	30.8
	106
	345

	G50
	77.1
	145
	9.12
	58.2
	6.55
	2.89
	14.7
	0.204
	4.97
	13.3
	23.1
	24.7
	50.4
	206

	G51
	65.4
	134
	9.50
	64.5
	6.82
	3.51
	12.8
	0.196
	4.56
	10.9
	22.6
	26.9
	51.2
	194

	G52
	78.6
	119
	9.96
	61.3
	6.78
	3.49
	16.1
	0.268
	3.86
	5.41
	28.1
	27
	67.2
	252


Supplementary Table 2 Continued….
	GEN
	FDF
	PH
	NLP
	LFL
	LFW
	LAI
	SGT
	LSR
	NNP
	IL
	PL
	DMC
	DFYP
	GFYP

	G53
	73.6
	146
	10.5
	65.6
	6.71
	3.85
	18.7
	0.244
	4.49
	12.9
	25
	29.5
	68.9
	231

	G54
	72.3
	135
	10.9
	63.3
	7.05
	4.01
	19.5
	0.273
	4.86
	9.78
	23.5
	26.6
	85.1
	322

	G55
	79.7
	112
	9.61
	60.1
	7.34
	3.50
	19.1
	0.261
	3.86
	7.38
	28.2
	27.2
	54
	198

	G56
	90.2
	146
	10.1
	64.9
	7.13
	3.94
	17.9
	0.276
	4.14
	15.2
	23.6
	26
	67.5
	263

	G57
	69.4
	131
	9.57
	58.4
	6.63
	3.10
	17.8
	0.14
	5.02
	8.67
	19
	28.2
	72.7
	259

	G58
	72.3
	140
	10.3
	65.9
	7.20
	4.04
	20.3
	0.145
	4.83
	9.74
	22.7
	31.1
	124
	392

	G59
	72.1
	116
	10.2
	60
	7.99
	4.10
	20.5
	0.235
	3.65
	6.42
	31.8
	28
	68.3
	242

	G60
	70.6
	154
	9.64
	63.1
	7.72
	3.88
	15.6
	0.14
	5.55
	15.1
	28.4
	31.1
	90.9
	288

	G61
	67.1
	117
	9.20
	61.9
	7.69
	3.70
	13.7
	0.269
	4.61
	9.21
	24.7
	25.8
	44.4
	175

	G62
	68.7
	130
	9.80
	64.8
	7.94
	4.22
	20.7
	0.234
	4.84
	9.14
	26.4
	30
	110
	362

	G63
	70.4
	173
	10.4
	65.5
	6.67
	3.85
	15.8
	0.181
	8.18
	16.7
	24.8
	26.8
	115
	435

	G64
	69.8
	178
	11
	76.5
	8.19
	5.89
	16.8
	0.141
	5.90
	16.3
	23.3
	30.9
	111
	357

	G65
	70.5
	132
	10.5
	59.1
	8.14
	4.23
	17.4
	0.204
	5.58
	10.3
	24.4
	28.2
	80.4
	285

	G66
	74.9
	179
	10.4
	70.2
	7.82
	4.82
	15.5
	0.282
	6.00
	15.4
	24.7
	27.6
	89.3
	324

	G67
	51
	193
	7.70
	57.8
	3.58
	1.39
	9.03
	0.122
	5.46
	28.2
	28
	30
	34
	113

	G68
	72.7
	112
	10.3
	67.8
	7.30
	4.24
	16.2
	0.267
	4.48
	6.52
	25.5
	26.5
	52.2
	199

	G69
	73.3
	206
	10.2
	75.7
	6.64
	4.30
	15.2
	0.112
	5.77
	15.7
	21.1
	31.4
	135
	425

	G70
	70.6
	124
	9.79
	56
	6.55
	3.02
	16
	0.227
	4.43
	10.3
	23.6
	29
	67.7
	235

	G71
	73.9
	125
	10.9
	57.4
	7.05
	3.73
	18.8
	0.233
	4.80
	8.39
	22
	28.8
	56
	200

	G72
	80
	112
	10.3
	61.2
	7.34
	3.88
	17.5
	0.23
	4.01
	8.44
	22.8
	27.8
	55.2
	200

	G73
	79
	127
	9.74
	58
	6.20
	2.92
	13.1
	0.214
	4.33
	13.9
	18.3
	30.9
	54
	173

	G74
	72.3
	125
	10.1
	59.1
	6.52
	3.28
	14.8
	0.278
	5.18
	10.8
	21.6
	30
	49.2
	162

	G75
	70.4
	137
	10.3
	67.6
	8.28
	4.86
	19.5
	0.153
	5.72
	10.2
	22.4
	31.2
	97.9
	310

	G76
	71.8
	126
	9.92
	66.2
	6.53
	3.65
	17.9
	0.112
	5.55
	8.71
	22.2
	31
	88.6
	284

	G77
	68.6
	111
	10.1
	52.4
	4.81
	2.21
	13.3
	0.247
	4.91
	5.55
	19.6
	26.2
	45.6
	175

	G78
	69.1
	112
	9.91
	54.4
	7.03
	3.19
	17.4
	0.235
	4.50
	7.53
	26.3
	26
	46.9
	183

	G79
	67.9
	132
	10
	67.1
	7.18
	4.05
	20.3
	0.212
	5.92
	7.34
	20
	25.3
	65.7
	262

	G80
	73.4
	166
	10.2
	62
	7.01
	3.74
	15.5
	0.154
	7.00
	17.5
	20.8
	29.4
	94.8
	321


Supplementary Table 2 Continued….
	GEN
	FDF
	PH
	NLP
	LFL
	LFW
	LAI
	SGT
	LSR
	NNP
	IL
	PL
	DMC
	DFYP
	GFYP

	G81
	68
	180
	8.58
	62.6
	6.15
	2.75
	12.5
	0.114
	5.44
	23.8
	29
	30.9
	63.1
	204

	G82
	87.1
	122
	9.82
	60.8
	7.42
	3.70
	17.9
	0.273
	4.31
	16.3
	23.5
	27.4
	71.6
	261

	G83
	77.5
	108
	10.8
	55.9
	6.01
	3.12
	15.9
	0.262
	4.32
	9.63
	27.1
	29.6
	64.3
	216

	G84
	72.2
	127
	10.6
	69.5
	7.86
	4.91
	15.9
	0.205
	5.06
	10.8
	23.9
	27.9
	85.9
	309

	G85
	71.5
	174
	10.7
	61.1
	6.76
	3.73
	15.4
	0.239
	5.13
	16.6
	21.9
	27.9
	61.2
	220

	G86
	74.1
	117
	10.1
	53.3
	7.28
	3.29
	17.5
	0.179
	4.68
	10.1
	23.9
	32.3
	121
	369

	G87
	73.2
	118
	11.3
	52.8
	6.37
	3.24
	18.4
	0.268
	4.57
	7.85
	24.2
	24.7
	53.2
	218

	G88
	76.5
	115
	10.3
	54.9
	6.43
	3.04
	17.3
	0.229
	5.20
	8.32
	22.3
	30.1
	69.5
	229

	G89
	73.4
	130
	10.2
	64.5
	7.75
	4.31
	18.5
	0.174
	5.07
	11.8
	31.5
	27.8
	106
	383

	G90
	74.7
	163
	11.1
	64.6
	8.27
	5.05
	19.8
	0.16
	5.90
	13.8
	25
	30.9
	115
	367

	G91
	78.5
	127
	10.6
	62.5
	7.81
	4.36
	18.8
	0.183
	5.06
	9.52
	26.9
	30.9
	106
	340

	G92
	77.2
	99.9
	8.62
	57.7
	6.12
	2.55
	12
	0.264
	4.10
	8.35
	23.4
	28.8
	36.1
	125

	G93
	76.2
	121
	10.3
	56.3
	6.24
	3.10
	18.3
	0.217
	4.82
	9.87
	23.5
	26.9
	71.8
	268

	G94
	70.3
	96.7
	10.3
	53.6
	5.83
	2.75
	17.7
	0.197
	3.92
	8.06
	19.5
	28.1
	45.7
	162

	G95
	74.4
	161
	9.93
	66.2
	7.65
	4.22
	17.1
	0.161
	4.96
	18.7
	25.6
	30.8
	115
	369










Supplementary Table 3 Group constellation of 95 different Sorghum genotypes based on inferred ancestry value from model based analysis
	Sl No
	Genotype Code
	Sample Id
	Genotype
	Inferred Ancestry
	Structure Group

	
	
	
	
	SG1
	SG2
	

	1
	G1
	Sample 1 _ 20
	403B
	0.971
	0.029
	pop1

	2
	G2
	Sample 10 _ 20
	415B
	0.917
	0.083
	pop1

	3
	G3
	Sample 11 _ 20
	349B
	0.904
	0.096
	pop1

	4
	G4
	Sample 13 _ 19
	321B
	0.263
	0.737
	admix

	5
	G5
	Sample 14 _ 20
	445B
	0.814
	0.186
	pop1

	6
	G6
	Sample 122 _ 20
	370B (whIte)
	0.973
	0.027
	pop1

	7
	G7
	Sample 17 _ 20
	353B
	0.913
	0.087
	pop1

	8
	G8
	Sample 18 _ 20
	336B
	0.948
	0.052
	pop1

	9
	G9
	Sample 19 _ 20
	301B
	0.961
	0.039
	pop1

	10
	G10
	Sample 20 _ 19
	412B
	0.974
	0.026
	pop1

	11
	G11
	Sample 21 _ 19
	354B
	0.856
	0.144
	pop1

	12
	G12
	Sample 2 _ 20
	ICS56B
	0.96
	0.04
	pop1

	13
	G13
	Sample 23 _ 20
	429B
	0.93
	0.07
	pop1

	14
	G14
	Sample 24 _ 20
	NSS11B
	0.978
	0.022
	pop1

	15
	G15
	Sample 26 _ 20
	402B
	0.934
	0.066
	pop1

	16
	G16
	Sample 123 _ 20
	428B
	0.805
	0.195
	pop1

	17
	G17
	Sample 119 _ 20
	CSV33MF
	0.555
	0.445
	admix

	18
	G18
	Sample 29 _ 20
	384B
	0.874
	0.126
	pop1

	19
	G19
	Sample 30 _ 20
	308B
	0.694
	0.306
	admix

	20
	G20
	Sample 31 _ 20
	370B(Black)
	0.802
	0.198
	pop1

	21
	G21
	Sample 32 _ 20
	323B
	0.482
	0.518
	admix

	22
	G22
	Sample 33 _ 20
	NSS23B
	0.942
	0.058
	pop1

	23
	G23
	Sample 3 _ 20
	334B
	0.942
	0.058
	pop1

	24
	G24
	Sample 34 _ 20
	413B
	0.966
	0.034
	pop1

	25
	G25
	Sample 35 _ 20
	337B
	0.867
	0.133
	pop1

	26
	G26
	Sample 36 _ 20
	345B
	0.702
	0.298
	admix

	27
	G27
	Sample 37 _ 20
	359B
	0.743
	0.257
	admix

	28
	G28
	Sample 38 _ 20
	367B
	0.768
	0.232
	admix

	29
	G29
	Sample 39 _ 19
	2077B
	0.699
	0.301
	admix

	30
	G30
	Sample 40 _ 19
	388B
	0.981
	0.019
	pop1

	31
	G31
	Sample 41 _ 20
	NSS10B
	0.596
	0.404
	admix

	32
	G32
	Sample 42 _ 20
	322B
	0.97
	0.03
	pop1

	33
	G33
	Sample 43 _ 20
	311B
	0.98
	0.02
	pop1

	34
	G34
	Sample 4 _ 20
	389B
	0.97
	0.03
	pop1

	35
	G35
	Sample 45 _ 19
	NSS1B
	0.968
	0.032
	pop1

	36
	G36
	Sample 46 _ 20
	302B
	0.982
	0.018
	pop1

	37
	G37
	Sample 47 _ 20
	338B
	0.94
	0.06
	pop1





 Supplementary Table 3 Continued….
	Sl No
	Genotype Code
	Sample Id
	Genotype
	Inferred Ancestry
	Structure Group

	
	
	
	
	SG1
	SG2
	

	38
	G38
	Sample 48 _ 20
	363B
	0.332
	0.668
	admix

	39
	G39
	Sample 49 _ 20
	385B
	0.901
	0.099
	pop1

	40
	G40
	Sample 50 _ 20
	346B
	0.555
	0.445
	admix

	41
	G41
	Sample 55 _ 20
	NSS1008B
	0.948
	0.052
	pop1

	42
	G42
	Sample 57 _ 20
	365B
	0.682
	0.318
	admix

	43
	G43
	Sample 58 _ 20
	407B
	0.967
	0.033
	pop1

	44
	G44
	Sample 59 _ 20
	309B
	0.984
	0.016
	pop1

	45
	G45
	Sample 5 _ 20
	373B
	0.451
	0.549
	admix

	46
	G46
	Sample 60 _ 20
	CSV30F
	0.068
	0.932
	pop2

	47
	G47
	Sample 61 _ 20
	NSS5B
	0.95
	0.05
	pop1

	48
	G48
	Sample 62 _ 20
	358B
	0.844
	0.156
	pop1

	49
	G49
	Sample 63 _ 20
	339B
	0.951
	0.049
	pop1

	50
	G50
	Sample 64 _ 20
	360B
	0.956
	0.044
	pop1

	51
	G51
	Sample 65 _ 19
	436B
	0.814
	0.186
	pop1

	52
	G52
	Sample 67 _ 20
	419B
	0.441
	0.559
	admix

	53
	G53
	Sample 68 _ 19
	375B
	0.798
	0.202
	pop1

	54
	G54
	Sample 69 _ 19
	410B
	0.972
	0.028
	pop1

	55
	G55
	Sample 71 _ 20
	296B
	0.045
	0.955
	pop2

	56
	G56
	Sample 118 _ 20
	CSV27
	0.964
	0.036
	pop1

	57
	G57
	Sample 74 _ 19
	408B
	0.837
	0.163
	pop1

	58
	G58
	Sample 75 _ 20
	NSS1003B
	0.921
	0.079
	pop1

	59
	G59
	Sample 77 _ 19
	329B
	0.043
	0.957
	pop2

	60
	G60
	Sample 78 _ 19
	NSS7B
	0.769
	0.231
	admix

	61
	G61
	Sample 79 _ 20
	435B
	0.693
	0.307
	admix

	62
	G62
	Sample 80 _ 20
	ICS27B
	0.392
	0.608
	admix

	63
	G63
	Sample 81 _ 20
	442B
	0.966
	0.034
	pop1

	64
	G64
	Sample 96 _ 20
	2219B
	0.881
	0.119
	pop1

	65
	G65
	Sample 97 _ 20
	308B
	0.984
	0.016
	pop1

	66
	G66
	Sample 98 _ 20
	313B
	0.953
	0.047
	pop1

	67
	G67
	Sample 7 _ 19
	PC615
	0.413
	0.587
	admix

	68
	G68
	Sample 113 _ 20
	444B
	0.825
	0.175
	pop1

	69
	G69
	Sample 101 _ 20
	32F
	0.973
	0.027
	pop1

	70
	G70
	Sample 102 _ 20
	335B
	0.979
	0.021
	pop1

	71
	G71
	Sample 120 _ 20
	NSS1002B
	0.977
	0.023
	pop1

	72
	G72
	Sample 106 _ 20
	351B
	0.117
	0.883
	pop2

	73
	G73
	Sample 115 _ 20
	CSV-20
	0.954
	0.046
	pop1

	74
	G74
	Sample 110 _ 20
	377B
	0.852
	0.148
	pop1





Supplementary Table 3 Continued….
	Sl No
	Genotype Code
	Sample Id
	Genotype
	Inferred Ancestry
	Structure Group

	
	
	
	
	SG1
	SG2
	

	75
	G75
	Sample 8 _ 20
	342B
	0.951
	0.049
	pop1

	76
	G76
	Sample 9 _ 20
	330B
	0.84
	0.16
	pop1

	77
	G77
	sample12 _ 19
	MP CHARI
	0.024
	0.976
	pop2

	78
	G78
	sample15 _ 19
	369B
	0.016
	0.984
	pop2

	79
	G79
	sample16 _ 19
	355B
	0.054
	0.946
	pop2

	80
	G80
	sample22 _ 19
	382B
	0.022
	0.978
	pop2

	81
	G81
	sample25 _ 19
	RS29
	0.063
	0.937
	pop2

	82
	G82
	sample27 _ 19
	467B
	0.026
	0.974
	pop2

	83
	G83
	sample28 _ 19
	Red B
	0.046
	0.954
	pop2

	84
	G84
	sample44 _ 19
	348B
	0.282
	0.718
	pop2

	85
	G85
	sample51 _ 19
	SV33MF
	0.053
	0.947
	pop2

	86
	G86
	sample52 _ 19
	CSV32F
	0.125
	0.875
	pop2

	87
	G87
	sample53 _ 19
	CSV21F
	0.07
	0.93
	pop2

	88
	G88
	sample54 _ 19
	UPMC503
	0.018
	0.982
	pop2

	89
	G89
	sample56 _ 19
	348B
	0.017
	0.983
	pop2

	90
	G90
	sample66 _ 19
	424B
	0.022
	0.978
	pop2

	91
	G91
	sample70 _ 19
	314B
	0.017
	0.983
	pop2

	92
	G92
	sample72 _ 19
	PCD-8-1-2
	0.025
	0.975
	pop2

	93
	G93
	sample73 _ 19
	307B
	0.114
	0.886
	pop2

	94
	G94
	sample76 _ 19
	409B
	0.238
	0.762
	admix

	95
	G95
	sample 6 _ 19
	SSG-59-3
	0.016
	0.984
	pop2



Supplementary Table 4 Delta K value of 10 chromosomes of 95 forage Sorghum genotypes
	K
	Reps
	Mean LnP(K)
	Stdev LnP(K)
	Ln'(K)
	|Ln''(K)|
	Delta K

	1
	5
	-2336.5
	0.4301
	NA
	NA
	NA

	2
	5
	-2072.42
	1.3554
	264.08
	188.58
	139.136493

	3
	5
	-1996.92
	55.0465
	75.5
	27.18
	0.493765

	4
	5
	-1894.24
	39.6699
	102.68
	308.74
	7.782734

	5
	5
	-2100.3
	292.0683
	-206.06
	88.32
	0.302395

	6
	5
	-2218.04
	513.4185
	-117.74
	13.04
	0.025398

	7
	5
	-2322.74
	699.9419
	-104.7
	1508.62
	2.15535

	8
	5
	-3936.06
	4063.426
	-1613.32
	1858.42
	0.457353

	9
	5
	-3690.96
	3207.1536
	245.1
	5039.46
	1.571319

	10
	5
	-8485.32
	13897.1073
	-4794.36
	NA
	NA





Supplementary Table 5. Principal component analysis results in 95 forage sorghum genotypes 
	Genotype Code
	Genotype Name
	x
	y
	

	G1
	403B
	0.015
	0.015
	-0.005

	G2
	415B
	0.057
	-0.008
	-0.080

	G3
	349B
	0.038
	0.099
	0.289

	G4
	321B
	-0.011
	0.154
	-0.208

	G5
	445B
	0.030
	0.033
	0.018

	G6
	370B (whIte)
	0.074
	0.029
	-0.036

	G7
	353B
	0.023
	0.062
	0.254

	G8
	336B
	0.056
	-0.005
	-0.114

	G9
	301B
	0.049
	-0.189
	-0.058

	G10
	412B
	0.054
	-0.003
	0.000

	G11
	354B
	0.029
	0.090
	0.308

	G12
	ICS56B
	0.021
	0.104
	-0.005

	G13
	429B
	0.028
	0.090
	0.307

	G14
	NSS11B
	0.061
	-0.001
	-0.042

	G15
	402B
	0.058
	0.001
	0.000

	G16
	428B
	0.018
	0.083
	0.275

	G17
	CSV33MF
	-0.090
	0.102
	0.013

	G18
	384B
	-0.071
	0.085
	0.012

	G19
	308B
	0.000
	0.009
	0.009

	G20
	370B(Black)
	0.011
	0.040
	0.050

	G21
	323B
	-0.002
	0.130
	-0.168

	G22
	NSS23B
	0.056
	-0.058
	-0.016

	G23
	334B
	0.038
	0.088
	0.261

	G24
	413B
	0.075
	-0.048
	-0.013

	G25
	337B
	0.057
	-0.004
	-0.080

	G26
	345B
	0.019
	0.104
	0.116

	G27
	359B
	0.016
	-0.026
	0.011

	G28
	367B
	0.019
	0.073
	0.275

	G29
	2077B
	0.006
	0.181
	-0.008

	G30
	388B
	0.049
	-0.110
	-0.028

	G31
	NSS10B
	0.042
	0.018
	-0.035

	G32
	322B
	0.048
	-0.188
	-0.058

	G33
	311B
	0.043
	-0.148
	-0.028

	G34
	389B
	0.048
	-0.167
	-0.055

	G35
	NSS1B
	0.064
	-0.148
	-0.037

	G36
	302B
	0.045
	-0.130
	-0.046

	G37
	338B
	0.059
	-0.004
	-0.112

	G38
	363B
	0.019
	-0.031
	0.026

	G39
	385B
	0.044
	0.055
	0.039

	G40
	346B
	-0.007
	0.165
	-0.129

	G41
	NSS1008B
	0.064
	-0.040
	-0.009

	G42
	365B
	-0.003
	0.093
	-0.020



Supplementary Table 5. Continued…

	Genotype Code
	Genotype Name
	x
	y
	

	G43
	407B
	0.057
	-0.005
	-0.112

	G44
	309B
	0.063
	-0.089
	-0.019

	G45
	373B
	-0.059
	0.075
	-0.012

	G46
	CSV30F
	-0.091
	0.161
	-0.032

	G47
	NSS5B
	0.013
	0.036
	-0.028

	G48
	358B
	0.034
	-0.006
	0.018

	G49
	339B
	0.035
	0.037
	0.135

	G50
	360B
	0.049
	-0.189
	-0.059

	G51
	436B
	0.036
	-0.017
	0.028

	G52
	419B
	0.007
	-0.087
	-0.020

	G53
	375B
	0.032
	0.032
	0.019

	G54
	410B
	0.066
	-0.154
	-0.038

	G55
	296B
	-0.051
	0.302
	-0.264

	G56
	CSV27
	0.059
	-0.139
	-0.052

	G57
	408B
	0.057
	-0.006
	-0.085

	G58
	NSS1003B
	0.063
	-0.039
	-0.012

	G59
	329B
	-0.052
	0.298
	-0.267

	G60
	NSS7B
	0.045
	-0.086
	-0.014

	G61
	435B
	0.016
	-0.027
	0.008

	G62
	ICS27B
	0.043
	-0.023
	-0.053

	G63
	442B
	0.076
	0.027
	-0.036

	G64
	2219B
	0.048
	0.229
	0.072

	G65
	308B
	0.048
	0.015
	0.003

	G66
	313B
	0.074
	0.023
	-0.038

	G67
	PC615
	-0.066
	0.141
	0.012

	G68
	444B
	0.026
	0.033
	0.065

	G69
	32F
	0.067
	-0.150
	-0.038

	G70
	335B
	0.052
	-0.005
	-0.003

	G71
	NSS1002B
	0.059
	0.021
	-0.061

	G72
	351B
	-0.024
	0.210
	-0.235

	G73
	CSV-20
	0.044
	-0.106
	-0.015

	G74
	377B
	0.000
	0.005
	0.003

	G75
	342B
	0.066
	-0.005
	-0.018

	G76
	330B
	0.047
	0.000
	0.015

	G77
	MP CHARI
	-0.213
	-0.113
	0.012

	G78
	369B
	-0.150
	-0.083
	0.003

	G79
	355B
	-0.208
	-0.117
	0.010

	G80
	382B
	-0.215
	0.055
	0.026

	G81
	RS29
	-0.183
	-0.141
	0.023

	G82
	467B
	-0.200
	-0.137
	0.030


























	

Supplementary Table 5. Continued…
	Genotype Code
	Genotype Name
	x
	y
	

	G83
	Red B
	-0.233
	-0.014
	-0.025

	G84
	348B
	-0.128
	0.018
	0.001

	G85
	SV33MF
	-0.223
	-0.036
	-0.007

	G86
	CSV32F
	-0.209
	-0.055
	-0.015

	G87
	CSV21F
	-0.166
	-0.041
	0.007

	G88
	UPMC503
	-0.225
	-0.090
	0.010

	G89
	348B
	-0.218
	0.011
	0.012

	G90
	424B
	-0.234
	-0.079
	-0.011

	G91
	314B
	-0.244
	-0.032
	0.009

	G92
	PCD-8-1-2
	-0.175
	-0.153
	0.010

	G93
	307B
	-0.220
	0.084
	-0.022

	G94
	409B
	-0.219
	0.110
	0.078

	G95
	SSG-59-3
	-0.249
	-0.001
	-0.024



