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Fig. S1 Expression of ZmHDZ4 in overexpression lines (A) Expression analysis of ZmHDZ4 in 15 overexpression
lines. (B) Leaf DNA was extracted from 15 randomly ZmHDZ4 overexpression (OE) plants, and detection was
performed using Bar gene primers (Bar-F: TGACCGTGCTTGTCTCGATG: Bar-R:
CGTTTATTTCGGCGTGTAGG. Product length, 421 bp). M: DNA marker, BM2000.
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Fig.S2 ZmHDZ4 can bind to the promoter region of its target genes ZmMFS1-88, ZmGPM573, and ZmPHD9.

The red box represents the location of ZmHDZ4 binding peaks.




