Table S1 Primers used for qPCR
	Gene ID
	Gene name
	Primer sequence（5′–3′）

	DN21241_c1_g1
	LaPAL-5
	F: CGGCGATAATGGAGCACA
	R: TGGGGAGAAGTTCGTAGGG

	DN7436_c0_g1
	LaC4H-1
	F: CTGCTCACTTTCACCACAACG
	R；TGTCCATCGTTCCCTTTGCT

	DN18319_c0_g4
	LaF3PH-1
	F：TCTCGTCGCTTCTGACCCTA
	R：TAACACGCCCGTTGTAGGAG

	DN12437_c0_g1
	LaHCT
	F：GCGTTTCGTTAGGTGTCG
	R：CCTTGGACTTGGCTTTCA

	DN21999_c3_g1
	LaC3’H-1
	F：ATATCAGTCTGGCTCGGCTC
	R：AGTCCTGACCGTACTTCGTG 

	DN7641_c0_g1
	LaCHS
	F：CGAGATAACCGCAGTCAC
	R：CGGAACCTACAATCAACG

	DN20091_c3_g2
	La4CL-2
	F：CAGCCGTTACCGACCAAGT 
	R：ATGATCTGTGGTCCGCGAAT

	DN9499_c0_g1
	LaUGT-12
	F：AGCCTCCAACAGCAATCA
	R：CCGAACGACCCATAAGAA

	
	GAPDH
	F：TAGGAGGTGGCAGGACATCA
	R：CCCTTTACCCGTCACGTTGT



Table S2 Physical and chemical information of amino acid sequence of key DEGs
 involved in flavonoid biosynthesis in L. angustifolia.
	Key genes 
	Number of amino acids
	Molecular weight (kDA)
	Theoretical isoelectric point
	Grand 
average of hydropathicity (GRAVY)
	Aliphatic index
	Instability index
	Subcellular localization

	LaPAL-5
	324
	34.76
	6.14
	0.016
	38.38
	99.72
	Chloroplasts

	LaPAL-11
	474
	51.51
	6.08
	-0.069
	36.91
	101.27
	Cytoplasm

	LaC4H-2
	106
	11.99
	8.16
	-0.356
	63.45
	88.30
	Cytoplasm

	LaHCT
	427
	47.33
	5.62
	-0.112
	39.45
	87.70
	Chloroplasts

	LaC3'H-4
	509
	57.82
	7.76
	-0.144
	35.00
	98.06
	Chloroplasts

	LaCHS
	327
	35.38
	5.94
	0.073
	97.49
	38.98
	Cytoplasm

	LaF3PH-3
	319
	36.83
	5.11
	-0.324
	40.39
	84.98
	Cytoplasm

	LaCCoAOMT-2
	391
	43.07
	5.90
	-0.036
	32.82
	89.05
	Cytoplasm

	LaCCoAOMT-3
	203
	22.68
	5.38
	-0.086
	29.53
	103.79
	Cytoplasm

	LaDFR
	375
	41.75
	5.12
	-0.179
	81.68
	29.82
	Chloroplasts



Table S3 Two-dimensional structure information of key proteins related to 
flavonoid biosynthesis in L. angustifolia
	Key proteins
	α-helix/%
	Extended strand/%
	β-turn/%
	Random coil/%

	LaPAL-5
	51.23
	8.95
	7.72
	32.1

	LaPAL-11
	57.59
	6.96
	5.49
	29.96

	LaC4H-2
	27.36
	24.53
	6.6
	41.51

	LaHCT
	44.04
	17.13
	8.26
	30.58

	LaC3'H-4
	49.31
	12.18
	5.5
	33.01

	LaCHS
	42.2
	16.51
	7.95
	33.33

	LaCCoAOMT-2
	39.9
	16.11
	7.93
	36.06

	LaCCoAOMT-3
	41.87
	21.67
	10.34
	26.11

	LaF3PH-3
	44.5
	13.17
	5.33
	36.99

	LaDFR
	40
	13.6
	6.13
	40.27




