Table S1: Genetic Linkage Group Information of Pop1
	Chr
	SNP Number
	Length1
	Average Length2
	Max Gap3

	lg01
	118
	99.66
	0.84
	9.68

	lg02
	84
	70.27
	0.84
	7.12

	lg03
	72
	57.07
	0.79
	3.97

	lg04
	85
	89.22
	1.05
	10.02

	lg05
	59
	57.1
	0.97
	6.22

	lg06
	60
	53.98
	0.9
	6.22

	lg07
	79
	57.3
	0.73
	4.24

	lg08
	37
	20.18
	0.55
	3.17

	lg09
	45
	33.81
	0.75
	4.24

	lg010
	54
	37.2
	0.69
	2.66

	Total
	693
	575.78
	0.83
	10.02


1Length：Total genetic distance of each chromosome (cM);
2Average length：Average genetic distance (cM);
3Max gap：Maximum gap on each chromosome (cM) .
 
Table S2: Genetic Linkage Group Information of Pop2
	Chr
	SNP Number
	Length
	Average Length
	Max Gap

	lg01
	278
	638.4
	2.3
	43.37

	lg02
	210
	442.95
	2.11
	34.17

	lg03
	237
	579
	2.44
	44.79

	lg04
	260
	651.73
	2.51
	39.51

	lg05
	212
	357.98
	1.69
	29.78

	lg06
	167
	398.13
	2.38
	50

	lg07
	204
	423.03
	2.07
	21.02

	lg08
	147
	342.31
	2.33
	36.17

	lg09
	128
	268.6
	2.1
	23.4

	lg010
	178
	491.33
	2.76
	29.77

	Total
	2021
	4593.45
	2.27
	50


 
Table S3: Genetic Linkage Group Information of Pop3
	Chr
	SNP Number
	Length
	Average Length
	Max Gap

	lg01
	130
	113.07
	0.87
	11.17

	lg02
	100
	86.89
	0.87
	5.93

	lg03
	90
	78.62
	0.87
	8.85

	lg04
	107
	130.4
	1.22
	12.67

	lg05
	70
	60.6
	0.87
	7.14

	lg06
	77
	63.75
	0.83
	5.54

	lg07
	75
	59.19
	0.79
	3.32

	lg08
	84
	90.04
	1.07
	19.77

	lg09
	66
	58.76
	0.89
	4.78

	lg010
	58
	60.79
	1.05
	8.41

	Total
	857
	802.12
	0.94
	19.77


Table S4: Genetic Linkage Group Information of Pop4
	Chr
	SNP Number
	Length
	Average Length
	Max Gap

	lg01
	254
	163.88
	0.65
	13.28

	lg02
	145
	90.42
	0.62
	4.99

	lg03
	185
	95.06
	0.51
	2.93

	lg04
	174
	128.92
	0.74
	11.23

	lg05
	157
	107.43
	0.68
	11.62

	lg06
	116
	75.94
	0.65
	9.33

	lg07
	141
	135.25
	0.96
	15.51

	lg08
	123
	101.34
	0.82
	13.71

	lg09
	154
	93.3
	0.61
	3.5

	lg010
	108
	80.43
	0.74
	4.68

	Total
	1557
	1071.97
	0.69
	15.51


 
Table S5: Genetic Linkage Group Information of Pop5
	Chr
	SNP Number
	Length
	Average Length
	Max Gap

	lg01
	93
	60.18
	0.65
	11.16

	lg02
	75
	48.92
	0.65
	7.53

	lg03
	77
	41.21
	0.54
	2.08

	lg04
	113
	66.78
	0.59
	8.92

	lg05
	63
	26.56
	0.42
	1.28

	lg06
	48
	22.84
	0.48
	1.81

	lg07
	76
	60.17
	0.79
	8.92

	lg08
	62
	35.03
	0.57
	3.77

	lg09
	57
	22.49
	0.39
	1.28

	lg010
	53
	38.25
	0.79
	14.95

	Total
	717
	422.44
	0.59
	14.95



















Table S6: Specific Information of the Haplotype Variant Sites.
	Chr
	Position
	Ref
	Alt
	Gene
	Variant_function

	8
	166371888
	G
	A
	Zm00001d012005
	synonymous SNV

	8
8
8
8
8
8
8
8
8
8
8
8
8
8
	178636014
178636036
178636040
178636044
178636092
178636100
178636123
178636179
178636195
178640737
178640754
178640806
178640810
178640846
	G
T
A
G
G
A
C
T
T
G
C
A
T
A
	A
A
G
T
A
G
T
C
C
A
T
C
C
G
	Zm00001d012685

	intronic
intronic
intronic
intronic
intronic
intronic
synonymous SNV
nonsynonymous SNV
synonymous SNV
UTR3
UTR3
UTR3
UTR3
UTR3

	8
8
8
8
8
	178640737
178640754
178640806
178640810
178640846
	G
C
A
T
A
	A
T
C
C
G
	Zm00001d012686
	UTR3
UTR3
UTR3
UTR3
UTR3

	8
8
8
8
8
	178640737
178640754
178640806
178640810
178640846
	G
C
A
T
A
	A
T
C
C
G
	Zm00001d012687
	UTR3
UTR3
UTR3
UTR3
UTR3




