Supplementary Materials
Fig. S1 Phylogenetic tree of the ARF gene family in Arabidopsis, rice, tomato, maize, and tetraploid potato. Different subfamilies are represented by arcs of different colors. Blue triangle, green circle, red square, yellow triangle and purple pentagram represent Arabidopsis, rice, tomato, maize, and potato, respectively.
Fig. S2 Gene structure analysis of the StARF family members. Yellow rectangular boxes, green rectangular boxes, and gray line distributions represent exons, untranslated regions (UTRs), and introns.
Fig. S3 Phylogenetic tree, conserved motifs, and protein domains analyses of StARF family members. (A) Phylogenetic tree of 92 StARF family members. (B) The conserved motifs of StGATA proteins are shown in different colors, and their related information is presented in the top-right legend. (C) StARF conserved protein domains.
Fig. S4 Multiple sequence alignment of StARF domains.
Fig. S5 Analysis of cis-acting elements 2 kb upstream of the StARF genes. The boxes of different colors represent cis-acting elements, as shown in the legend at the top-right.
Fig. S6 StARF genes expression patterns in 12 potato tissues. StARF gene expression values were normalized by log2-transformed (FPKM + 1).
Fig. S7 Anthocyanin content in the tuber flesh of ‘Zicai 3’ during four tuber development stages.
Fig. S8 Identification and expression analysis of key structural genes in the anthocyanin biosynthesis pathway of tetraploid potato.
Fig. S9 Number of genes within the modules.
Table S1 Physicochemical characteristics and subcellular localization of StARF proteins in tetraploid potato.
Table S2 Motifs sequence of the StARF gene family in tetraploid potato.
Table S3 Gene duplication of StARF genes.
Table S4 Ka/Ks ratios of StARF genes in tetraploid potato.
Table S5 Collinearity analysis of ARF genes between tetraploid potato and Arabidopsis, rice, tomato, and maize.
Table S6 The FPKM values of 41 differentially expressed StARF genes.
Table S7 The information of TFs in five modules.
Table S8 Primers for qRT-PCR study.
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