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[image: FigureS1]
[bookmark: _GoBack]Fig. S1. The assembly graph of the E. ulmoides mitogenome. MC1 and MC2 refer to the two chromosomes in the E. ulmoides mitogenome. Different colors represent different DNA fragments sorted and labeled with LR1/contig1–3 according to length. 
[bookmark: _Toc6960][bookmark: _Toc166072859][image: Fig. S2]
[bookmark: _Hlk187694854]Fig. S2. Comparison of read coverage depth between nuclear genome (A), plastome (B), and mitogenome (C) of E. ulmoides.


[image: FigureS2-01]Fig. S3. Cis-splicing PCGs and trans-splicing PCGs in the E. ulmoides mitogenome.


[bookmark: _Toc166072860][image: ]Fig. S4. Dispersed repeats in the E. ulmoides mitogenome. Bars show the different chromosomes of E. ulmoides mitogenome. Lines in the circle demonstrate dispersed repeats (>150 bp). Green lines represent the dispersed repeats identified in MC1, blue lines show the repeats in MC2, and orange lines depict the repetitive sequences present in both chromosomes


[bookmark: _Hlk166261397][bookmark: _Toc166072861][image: ]
Fig. S5. Phylogenetic relationships of 7 orders of asterids based on mitogenomes (A) and plastomes (B). They present the branch lengths and bootstraps.
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